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<210> 1 
<211> 533 
<212> PRT 

<213> Hordeum vulgare 



<400> 1 

Met Ser Asp Lys 
1 

Ser Trp Ala Val 

20 

Leu Met Glu His 
35 

His Lys Lys Ala 
50 

Met Leu Val Gly 
65 

lie lie Ala Lys 



Lys Gly Val Pro 
5 

Ala Val Val Phe 



Gly Leu His Lys 

40 

Leu Trp Glu Ala 
55 

Phe lie Ser Leu 
70 

lie Cys lie Ser 
85 



Ala Arg Glu Leu 
10 

Ala Ala Met Val 
25 

Leu Gly His Trp 



Leu Glu Lys Met 

60 

Leu Leu lie Val 
75 

Glu Asp Ala Ala 
90 



Pro Glu Thr Pro 
15 

Leu Val Ser Val 
30 

Phe Gin His Arg 
45 

Lys Ala Glu Leu 



Thr Gin Asp Pro 

80 

Asp Val Met Trp 
95 



• 



Pro Cys Lys Arg Gly Thr Glu Gly Arg Lys Pro Ser Lys Tyr Val Asp 

100 105 HO 

Tyr Cys Pro Glu Gly Lys Val Ala Leu Met Ser Thr Gly Ser Leu His 
115 120 125 

Gin Leu His Val Phe He Phe Val Leu Ala Val Phe His Val Thr Tyr 
130 135 140 

Ser Val He Thr He Ala Leu Ser Arg Leu Lys Met Arg Thr Trp Lys 
145 150 155 160 

Lys Trp Glu Thr Glu Thr Thr Ser Leu Glu Tyr Gin Phe Ala Asn Asp 

165 170 175 

Pro Ala Arg Phe Arg Phe Thr His Gin Thr Ser Phe Val Lys Arg His 

180 185 190 

Leu Gly Leu Ser Ser Thr Pro Gly He Arg Trp Val Val Ala Phe Phe 



195 



200 



205 



Arg Gin Phe Phe Arg Ser Val Thr Lys Val Asp Tyr Leu Thr Leu Arg 
210 215 220 

Ala Gly Phe He Asn Ala His Leu Ser Gin Asn Ser Lys Phe Asp Phe 



225 



230 



235 



240 



His Lys Tyr He Lys Arg Ser Met Glu Asp Asp Phe Lys Val Val Val 

245 250 255 

Gly He Ser Leu Pro Leu Trp Gly Val Ala He Leu Thr Leu Phe Leu 

260 265 270 

Asp He Asn Gly Val Gly Thr Leu He Trp He Ser Phe He Pro Leu 
275 280 285 

Val He Leu Leu Cys Val Gly Thr Lys Leu Glu Met He He Met Glu 
290 295 300 

Met Ala Leu Glu He Gin Asp Arg Ala Ser Val He Lys Gly Ala Pro 
305 310 315 320 

Val Val Glu Pro Ser Asn Lys Phe Phe Trp Phe His Arg Pro Asp Trp 

325 330 335 

Val Leu Phe Phe He His Leu Thr Leu Phe Gin Asn Ala Phe Gin Met 

340 345 350 

Ala His Phe Val Trp Thr Val Ala Thr Pro Gly Leu Lys Lys Cys Tyr 
355 360 365 

His Thr Gin He Gly Leu Ser He Met Lys Val Val Val Gly Leu Ala 
370 375 380 

Leu Gin Phe Leu Cys Ser Tyr Met Thr Phe Pro Leu Tyr Ala Leu Val 
385 390 395 400 



♦ 



• 



Thr Gin Met Gly 



Ser Lys Ala Leu 

420 

Val Arg Asp Thr 
435 

Pro Ser Arg Gly 
450 

His Leu Leu His 
465 

Pro Thr Ser Pro 



Val Val Ala His 

500 

Ser Ala Ser Ser 
515 

Ser Phe Ser Gin 
530 



Ser Asn Met Lys 
405 

Thr Asn Trp Arg 



Asp Met Leu Met 

440 

Ser Ser Pro Met 
455 

Lys Gly Met Gly 
470 

Arg Thr Gin Gin 
485 

Pro Val His Arg 



Ser Ala Leu Glu 

520 

Gly 



Arg Ser lie Phe 
410 

Asn Thr Ala Lys 
425 

Ala Gin Met lie 



Pro Ser Arg Gly 

460 

Arg Ser Asp Asp 
475 

Glu Ala Arg Asp 
490 

Leu Asn Pro Asn 
505 

Ala Asp lie Pro 



Asp Glu Gin Thr 
415 

Glu Lys Lys Lys 
430 

Gly Asp Ala Thr 
445 

Ser Ser Pro Val 



Pro Gin Ser Ala 

480 

Met Tyr Pro Val 

495 

Asp Arg Arg Arg 
510 

Ser Ala Asp Phe 
525 



<210> 2 
<211> 1602 
<212> DNA 

<213> Hordeum vulgare 
<400> 2 

atgtcggaca aaaaaggggt gccggcgcgg gagctgccgg agacgccgtc gtgggcggtg 60 
gcggtggtct tcgccgccat ggtgctcgtg tccgtcctca tggaacacgg cctccacaag 120 
ctcggccatt ggttccagca ccggcacaag aaggccctgt gggaggcgct ggagaagatg 180 
aaggcggagc tcatgctggt gggcttcata tccctgctcc tcatcgtcac gcaggacccc 240 
atcatcgcca agatatgcat ctccgaggat gccgccgacg tcatgtggcc ctgcaagcgc 300 
ggcaccgagg gccgcaagcc cagcaagtac gttgactact gcccggaggg caaggtggcg 360 
ctcatgtcca cgggcagctt gcaccagctg cacgtcttca tcttcgtgct cgcggtcttc 420 
catgtcacct acagcgtcat caccatagct ctaagccgtc tcaaaatgag aacatggaag 480 
aaatgggaga cagagaccac ctccttggaa taccagttcg caaatgatcc tgcacggttc 540 
cggttcacgc accagacgtc gttcgtgaag cgccacctgg gcctctccag cacccctggc 600 
atcagatggg tggtggcctt cttcaggcag ttcttcaggt cagtcaccaa ggtggactac 660 
ctgaccttga gggcaggctt catcaacgcg catttgtcgc aaaacagcaa gttcgacttc 720 
cacaagtaca tcaagaggtc gatggaggac gacttcaagg tcgtcgtcgg catcagcctc 780 
ccgctgtggg gtgtggcgat cctcaccctc ttccttgaca tcaatggggt tggcacgctc 840 
atctggattt ctttcatccc tctcgtgatc ctcttgtgtg ttggaaccaa gctggagatg 900 
atcatcatgg agatggccct ggagatccag gaccgggcga gcgtcatcaa gggggccccc 960 
gtggtcgagc ccagcaacaa gttcttctgg ttccaccgcc ccgactgggt cctcttcttc 1020 
atacacctga cgttgttcca gaacgcgttt cagatggcgc attttgtgtg gacagtggcc 1080 
acgcccggct tgaagaaatg ctaccacacg cagatcgggc tgagcatcat gaaggtggtg 1140 
gtggggctag ctctccagtt cctctgcagc tatatgacct tccccctcta cgcgctcgtc 1200 
acacagatgg gatcaaacat gaagaggtcc atcttcgacg agcagacgtc caaggcgctc 12 60 



accaactggc ggaacacggc caaggagaag aagaaagtcc gagacacgga catgctgatg 1320 
gctcagatga tcggcgacgc aacaccgagc cgaggctcgt cgccgatgcc gagccggggc 1380 
tcatcacccg tgcacctgct tcacaagggc atggggcggt cggacgaccc ccagagcgcg 1440 
cccacctcgc caaggaccca gcaggaggct agggacatgt acccggttgt ggtggcgcac 1500 
ccggtgcaca gactaaatcc taacgacagg aggaggtccg cctcgtcgtc ggccctcgaa 1560 
gccgacatcc ccagtgcaga tttttccttc agccagggat ga 1602 



<210> 3 
<211> 2098 
<212> DNA 

<213> Hordeum vulgare 
<400> 3 

gcggagctca tgctggtggg cttcatatcc ctgctcctca tcgtcacgca ggaccccatc 60 
atcgccaaga tatgcatctc cgaggatgcc gccgacgtca tgtggccctg caagcgcggc 120 
accgagggcc gcaagcccag caagtacgtt gactactgcc cggaggtgag cagcagagcc 180 
cggaccagca gcttcacgat gatgaagaaa tcaataccga actttttctt gttttcttct 240 
gattgtcgtc ttggcttggc ttaattggtg tgtgtgtgtg tgtttgcagg gcaaggtggc 300 
gctcatgtcc acgggcagct tgcaccagct gcacgtcttc atcttcgtgc tcgcggtctt 360 
ccatgtcacc tacagcgtca tcaccatagc tctaagccgt ctcaaagtga gcctttgctt 420 
cttcttcttc ttcttttacc gcacgtctgt ctgtcaggcg tacctacctg ttcatcaggc 480 
ttgagtaaaa ctgttccata atctgctccg gcataatcct ctcctcctgc agatgagaac 540 
atggaagaaa tgggagacag agaccacctc cttggaatac cagttcgcaa atggtcagga 600 
tcccccactc tgcaatctcc ccttcttcga aaccaaacct gatgatccat ttaaagacgc 660 
aggcacgatc agagtgagtg aactgatgta tgttcatttt ttgtgtcctt tcagatcctg 720 
cacggttccg gttcacgcac cagacgtcgt tcgtgaagcg ccacctgggc ctctccagca 780 
cccctggcat cagatgggtg gtgagttttt tagcttctta tctgcccctc atctgtgtgt 840 
aatgtttggc gtatggagtc aggtgattta ccttgcctgt gatgtttgtt gccttgtcag 900 
gtggccttct tcaggcagtt cttcaggtca gtcaccaagg tggactacct gaccttgagg 960 
gcaggcttca tcaacgtacg tgcctcccct tctagctccg ccattgctgc cgcgatgtag 1020 
cagcaaagct tctcaagtta tccttctgac gctaaagttc ccatgttttt tcctcaaatt 1080 
attctgcgca ggcgcatttg tcgcaaaaca gcaagttcga cttccacaag tacatcaaga 1140 
ggtcgatgga ggacgacttc aaggtcgtcg tcggcatcag gtacgttcca ttccttcctc 1200 
tgcaccacac cacaccccat ggatagattt taacaattgc tgtcaggttc cacatgataa 1260 
caatatacta tgaacttggt ctttgctcct tgtccttgca cgatcatgac acatttggcc 1320 
tgttttcgca gcctcccgct gtggggtgtg gcgatcctca ccctcttcct tgacatcaat 1380 
ggtatggacc ttctcctctc cggtttctct attgctttgc agctaaataa aacacttgca 1440 
attcgtctcg tgatcaccgc tcatttttca accatttctt tttctactca taggggttgg 1500 
cacgctcatc tggatttctt tcatccctct cgtggtaagt gcagatttct ccatcgaaag 1560 
caacagcaaa cccaatttga tcgcaatgga aacccacacc taatattaac tcaaaatgtc 1620 
aattgtcggt gcgtcttcct caacagatcc tcttgtgtgt tggaaccaag ctggagatga 1680 
tcatcatgga gatggccctg gagatccagg accgggcgag cgtcatcaag ggggcccccg 1740 
tggtcgagcc cagcaacaag ttcttctggt tccaccgccc cgactgggtc ctcttcttca 1800 
tacacctgac gttgttccag aacgcgtttc agatggcgca ttttgtgtgg acagtggtac 1860 
gccaccgatg aacttgtcag ttaacatggg tgtcaaggca ccgagtgccg ctgatgaact 1920 
gctctgacgg agatttactt gtgttgtagg ccacgcccgg cttgaagaaa tgctaccaca 1980 
cgcagatcgg gctgagcatc atgaaggtgg tggtggggct agctctccag ttcctctgca 2040 
gctatatgac cttccccctc tacgcgctcg tcacacaggt aataaaaccg tccaggaa 2098 



<210> 4 

<211> 2177 

<212> DNA 

<213> Oryza sativa 



<220> 



<221> mi sc_f eature 

<222> (4, 27, 66, 119, 136, 152, 155, 192) 
<223> n is a or g or c or t 

<220> 

<221> misc_f eature 

<222> (213, 241, 243, 246, 250, 456) 
<223> n is a or g or c or t 

<400> 4 

gcanagctga tgctgctggg cttcatntcc ctgcttctca ccgtggcaca ggcgcccatc 60 
tccaanatct gcatccccaa gtcggctgcc aacatcttgt tgccgtgcaa ggcaggccna 120 
gatgccatcg aagaanaagc agcaagtggt cnccngtcct tggccggcgc cggcggcggg 180 
gactactgct cnaaattcga tgtgagaata acnccagctg ccggcaagca caacctcgat 240 
ncnatnactn atttaactat aattgatttt tcttgggttt tctgcagggc aaggtggcgc 300 
tgatgtcggc aaagagcatg caccagctgc acattttcat cttcgtgctc gccgtgttcc 360 
atgttaccta ctgcatcatc accatgggtt tagggcgcct caaagtgagt ttgtcgttct 420 
gtccctcatg cacatgtttt ctctagttct agcaanattg tcagtccttc aaatggattg 480 
tttcgacaag aaacccaatt tattaatttg ccagttaaat atataataat tgatctttct 540 
tggttttaga tgaagaaatg gaagaagtgg gagtcacaga ccaactcatt ggagtatcag 600 
ttcgcaatcg gtagtgaatt aagaatctcc ctaactattt catttcagaa cctttatgat 660 
aatgtcttga aagaggagga gcaaatcagc tgaaaaatat gatcgatcca tgcagatcct 720 
tcacgattca ggttcacgca tcagacgtcg ttcgtgaagc ggcatctggg atcattctca 780 
agcacccctg ggctcagatg gatcgtgagt tatcaatctc cgaatacatg cttgtttttt 840 
attcttgcaa ctggcctagc tgttccaatt caatccatat tttttgaaaa aaaaaatatt 900 
catgccgtgt ttgttgttag gtagcattct tcaggcagtt ctttgggtcc gtcaccaagg 960 
tggactacct gaccatgcgg caaggcttca tcaatgtata tactaatcaa acctgaccaa 1020 
ttcaacattg atgatgcaaa cagaagacca ggtttttttt ttccgagttg tgcattgaag 1080 
ttaatggttt tagcttcttc tcttttgcag gcgccatttg tcgcagaata gcaagttcga 1140 
cttccacaaa tacatcaaga ggtctttgga ggacgacttc aaagttgtcg ttggcatcag 1200 
gtccgtcctc gctttattaa ttataggact cttatattca acattttttt tataaagaaa 1260 
catatttagt ctccagttgt gtatgtgtat gtggatcttg acacatttgg ctggttttgc 1320 
agcctccctc tgtggttcgt cggaatcctt gtactcttcc tcgatatcca cggtaatcct 1380 
tgtcctattt cattcttttt tttactctca aaaccttgtt ctgaattggt cttataatca 1440 
ccatcgattt tttttcaact ttttccccgc gtgtaggtct tggcacactt atttggatct 1500 
cttttgttcc tctcatcgta agagcgaaat ttcccctgtc caaagaaaca gttaacataa 1560 
ttaattatgc tttaatttat catgaaaatt aatatgatca tataactaat gaacaaacat 1620 
tcatgtgaat gccaccgttg tctcagatcg tcttgttagt tgggaccaag ctagagatgg 1680 
tgatcatgga gatggcccaa gagatacagg acagggccac tgtgatccag ggagcaccta 1740 
tggttgaacc aagcaacaag tacttctggt tcaaccgccc tgactgggtc ttgttcttca 1800 
tacacctgac actcttccca tgtacatgtt taaaaccgac ggacggatcg atcgatcacc 1860 
agaacgcatt ttcagatggc gcattcgtat ggactatggt gtgtatgcta cttgcttagt 1920 
tgttgccatt atcagttctt aagcaaatta agtgtgatgc atgcactgac taatgagaca 1980 
aaaaatgaca cagcttgttc atcgatctgg ttgttttgtg tgtgacaggc aacacctggt 2040 
ctgaagaaat gcttccatga aaatatttgg ctgagcatcg tggaagtcat tgtggggatc 2100 
tctcttcagg tgctatgcag ctagatcacc ttcccgctct acgcgctcgt cacacaggtg 2160 
aacaagcaat tcacaaa 2177 



<210> 5 
<211> 2431 
<212> DNA 

<213> Hordeum vulgare 
<400> 5 

gagctcatgc tggtgggctt catatccctg ctcctcatcg tcacgcagga ccccatcatc 60 
gccaagatat gcatctccga ggatgccgcc gacgtcatgt ggccctgcaa gcgcggcacc 120 



gagggccgca agcccagcaa gtacgttgac tactgcccgg aggtgagcag cagagcccgg 180 
accagcagct tcacgatgat gaagaaatca ataccgaact ttttcttgtt ttcttctgat 240 
tgtcgtcttg gcttggctta attggtgtgt gtgtgtgtgt ttgcagggca aggtggcgct 300 
catgtccacg ggcagcttgc accagctgca cgtcttcatc ttcgtgctcg cggtcttcca 360 
tgtcacctac agcgtcatca ccatagctct aagccgtctc aaagtgagcc tttgcttctt 420 
cttcttcttc ttttaccgca cgtctgtctg tcaggcgtac ctacctgttc atcaggcttg 480 
agtaaaactg ttccataatc tgctccggca taatcctctc ctcctgcaga tgagaacatg 540 
gaagaaatgg gagacagaga ccacctcctt ggaataccag ttcgcaaatg gtcaggatcc 600 
cccactctgc aatctcccct tcttcgaaac caaacctgat gatccattta aagacgcagg 660 
cacgatcaga gtgagtgaac tgatgtatgt tcattttttg tgtcctttca gatcctgcac 720 
ggttccggtt cacgcaccag acgtcgttcg tgaagcgcca cctgggcctc tccagcaccc 780 
ctggcatcag atgggtggtg agttttttag cttcttatct ggcctgtgat gtttgttgcc 840 
ttgtcaggtg gccttcttca ggcagttctt caggtcagtc accaaggtgg actacctgac 900 
cttgagggca ggcttcatca acgtacgtgc ctccccttct agctccgcca ttgctgccgc 960 
gatgtagcag ccaaattatt ctgcgcaggc gcatttgtcg caaaacagca agttcgactt 1020 
ccacaagtac atcaagaggt cgatggagga cgacttcaag gtcgtcgtcg gcatcaggta 1080 
cgttccattc cttcctctgc accacaccac accccatgga tagattttaa caattgctgt 1140 
caggttccac atgataacaa tatactatga acttggtctt tgctccttgt ccttgcacga 1200 
tcatgacaca tttggcctgt tttcgcagcc tcccgctgtg gggtgtggcg atcctcaccc 1260 
tcttccttga catcaatggt atggaccttc tcctctccgg tttctctatt gctttgcagc 1320 
taaataaaac acttgcaatt cgtctcgtga tcaccgctca tttttcaacc atttcttttt 1380 
ctactcatag gggttggcac gctcatctgg atttctttca tccctctcgt ggtaagtgca 1440 
gatttctcca tcgaaagcaa cagcaaaccc aatttgatcg caatggaaac ccacacctaa 1500 
tattaactca aaatgtcaat tgtcggtgcg tcttcctcaa cagatcctct tgtgtgttgg 1560 
aaccaagctg gagatgatca tcatggagat ggccctggag atccaggacc gggcgagcgt 1620 
catcaagggg gcccccgtgg tcgagcccag caacaagttc ttctggttcc accgccccga 1680 
ctgggtcctc ttcttcatac acctgacgtt gttccagaac gcgtttcaga tggcgcattt 1740 
tgtgtggaca gtggtacgcc accgatgaac ttgtcagtta acatgggtgt caaggcaccg 1800 
agtgccgctg atgaactgct ctgacggaga tttacttgtg ttgtaggcca cgcccggctt 1860 
gaagaaatgc taccacacgc agatcgggct gagcatcatg aaggtggtgg tggggctagc 1920 
tctccagttc ctctgcagct atatgacctt ccccctctac gcgctcgtca cacaggtaat 1980 
aaaaccgtaa tcatctgtgt gtgctggctt tgtatgcaga tgggatcaaa catgaagagg 2040 
tccatcttcg acgagcagac gtccaaggcg ctcaccaact ggcggaacac ggccaaggag 2100 
aagaagaaag tccgagacac ggacatgctg atggctcaga tgatcggcga cgcaacaccg 2160 
agccgaggct cgtcgccgat gccgagccgg ggctcatcac ccgtgcacct gcttcacaag 2220 
ggcatggggc ggtcggacga cccccagagc gcgcccacct cgccaaggac ccagcaggag 2280 
gctagggaca tgtacccggt tgtggtggcg cacccggtgc acagactaaa tcctaacgac 2340 
aggaggaggt ccgcctcgtc gtcggccctc gaagccgaca tccccagtgc agatttttcc 2400 
ttcagccagg gatgagacaa gtttctgtat t 2431 



<210> 6 
<211> 2281 
<212> DNA 

<213> Hordeum vulgare 
<220> 

<221> misc_f eature 

<222> (7, 90, 93, 115, 177, 183, 217, 249, 254, 272, 356, 357) 
<223> n is a or g or c or t 

<220> 

<221> misc__f eature 

<222> {364, 1017, 1037, 1041, 1458, 1616, 1641, 1861, 1879) 
<223> n is a or g or c or t 



<220> 



<221> misc_feature 
<222> (1923, 2050) 
<223> n is a or g or c or t 



<400> 6 

gagctcntgc tggtgggctt catatccctg ctcctcatcg tcacgcagga tcccgtctcc 60 
aggatctgca tctccaagga ggccggcgan aanatgctcc cgtgcaagcc ttacnacggc 120 
gccggcggtg gcaaaggcaa tgacaatcac cggaggcttc tctggctcca aggcganagc 180 
ganacccacc gccggttcct ggctgccccg gccggantgg acgtctgcgc caaacaggtg 240 
agcacctanc gtcnccacaa accacaaact anctaatgag catggacctg aatttcttct 300 
cttcttggct tggcttgact aaattggttg tgcacggcaa ggtggcgctg atgtcnncgg 360 
gaancatgca ccaactgcac atattcatct tcgtgctcgc cgtcttccac gtcttgtaca 420 
gcgtcgtcac catgacccta agccgtctca aagtgagcat catactcgag ctgtttgtca 480 
ataatccttg gtttccaatc caattccaaa gctggcactg atcctgctcc ggcttcctgc 540 
agatgaagca atggaagaag tgggagtcgg agaccgcctc gctggagtat cagttcgcga 600 
atggtcagct tccacttttc ttactgaaac cggatgcatt tacaacaaac gcacgcacga 660 
tcaatcatca cagtgtgagc cgatacgttg aacccgattg aaatcctccg cagatcccat 720 
cgccggtgcc ggttcacgca ccagacgacg ttgggtgagg cggcacctgg gcctctccag 780 
cacccccggc gtcagatggg tggtggcctt cttcaggcag ttcttcacgt cggtgaccaa 840 
ggtggactac ctgaccttgc ggcagggctt catcaacgcg catctctcgc agggcaacag 900 
gttcgacttc cacaagtaca tcaagaggtc gttggaggac gacttcaaag tcgtcgtccg 960 
catcaggtac gcgccattcc tttctctgca caaattaata catccaccac cacatangta 1020 
gatagataga tcgatanata nattatacaa gtgccggtac gtacgtacgt ctcatatgat 1080 
cttgacacat ctgtcctctt gccgcaatct caagctctgg ttcgtggcgg tcctcatcct 1140 
cttccttgat ttcgacggta gccgccttgt ccatgccctg ctcgccctct cctccgcttc 1200 
tctccataat ttgtgaactt gtcccgtata taaccacacc accgtcgtct tctcgcaggg 1260 
gatcggcact cttctctgga tgtccgtggt tcctctcgtg gtaagtccac aatttgaata 1320 
gacaacctgt ccaattgtga tgtacagtac ctccaaactt aattaacatg tcatttgctg 1380 
atgtcttgcg tgtaacatta gatcctcttg tgggttggga ccaagctgga gatggtgatc 1440 
atggagatgg cccagganat ccatgaccgg gagagcgtcg tcaagggtgc tcccgccgtc 1500 
gagcccagca acaagtactt ctggttcaac cggcctgact gggtcctctt cctcatgcac 1560 
ctcacactct tccagaacgc gtttcagatg gctcatttcg tgtggacagt ggtacntaca 1620 
agtacttgtc acttcactta ngctaactcc aacaaacgaa gacacaaaac tcaatccaac 1680 
gcgcggtagc aaacgaacgt ttttccgtac gttttcgtcc gctttcgccc catcccagcc 1740 
caaattcgtt gacgttgttg catcgcaggc cacgcccggc ttgaagaaat gctaccacga 1800 
gaaaatggca atgagcatcg ccaaggtcgt gctgggggta gccgcccaga tcttgtgcag 1860 
ntacatcacc ttcccgctnt acgcgctcgt cacgcagatg ggctcacaca tgaagagaag 1920 
cancttcgac gagcagacgg ccaaggcggc tgaccaactg gcgaaagatg gccaaggaga 1980 
agaagaaggc ccgagacgcg gccatgctga tggcgcagat gggcggcggc gcgacgccga 2040 
gcgtcggctn gtcgccggtg cacctgctcc acaaggccgg ggcgcggtcc gacgaccccc 2100 
agagcgtgcc ggcgtccccg agggccgaga aggaaggcgg cggcgtgcag catccggcgc 2160 
gcaaggtacc tccttgtgac gggtggaggt cggcctcgtc gccggcgctc gacgctcaca 2220 
tccccggtgc agattttggc ttcagcacgc aacgttgacc gatcagacaa gttccttttt 2280 
t 2281 



<210> 7 
<211> 1917 
<212> DNA 

<213> Hordeum vulgare 
<400> 7 

ggctgctccg ccagcaaacc agacacacag cagcgtacct gcgtacgtag cgtgcgcttt 60 
cttttttttc ctttcgcctc tcttgcttgc tccggccggc cacgtcgata gccggccacg 120 
gccaggcacc tcgcggttgc gtcgcgtgca tctgcgtgtg cgtacctggt agaggcggcc 180 
gtctgcttgc tccgggcaag gaaggaggtt gcggcggtcg accgatgtcg gacaaaaaag 24 0 



gggtgccggc gcgggagctg ccggagacgc cgtcgtgggc ggtggcggtg gtcttcgccg 300 
ccatggtgct cgtgtccgtc ctcatggaac acggcctcca caagctcggc cattggttcc 360 
agcaccggca caagaaggcc ctgtgggagg cgctggagaa gatgaaggcg gagctcatgc 420 
tggtgggctt catatccctg ctcctcatcg tcacgcagga ccccatcatc gccaagatat 480 
gcatctccga ggatgccgcc gacgtcatgt ggccctgcaa gcgcggcacc gagggccgca 540 
agcccagcaa gtacgttgac tactgcccgg agggcaaggt ggcgctcatg tccacgggca 600 
gcttgcacca gctgcacgtc ttcatcttcg tgctcgcggt cttccatgtc acctacagcg 660 
tcatcaccat agctctaagc cgtctcaaaa tgagaacatg gaagaaatgg gagacagaga 720 
ccacctcctt ggaataccag ttcgcaaatg atcctgcacg gttccggttc acgcaccaga 780 
cgtcgttcgt gaagcgccac ctgggcctct ccagcacccc tggcatcaga tgggtggtgg 840 
ccttcttcag gcagttcttc aggtcagtca ccaaggtgga ctacctgacc ttgagggcag 900 
gcttcatcaa cgcgcatttg tcgcaaaaca gcaagttcga cttccacaag tacatcaaga 960 
ggtcgatgga ggacgacttc aaggtcgtcg tcggcatcag cctcccgctg tggggtgtgg 1020 
cgatcctcac cctcttcctt gacatcaatg gggttggcac gctcatctgg atttctttca 1080 
tccctctcgt gatcctcttg tgtgttggaa ccaagctgga gatgatcatc atggagatgg 1140 
ccctggagat ccaggaccgg gcgagcgtca tcaagggggc ccccgtggtc gagcccagca 1200 
acaagttctt ctggttccac cgccccgact gggtcctctt cttcatacac ctgacgttgt 1260 
tccagaacgc gtttcagatg gcgcattttg tgtggacagt ggccacgccc ggcttgaaga 1320 
aatgctacca cacgcagatc gggctgagca tcatgaaggt ggtggtgggg ctagctctcc 1380 
agttcctctg cagctatatg accttccccc tctacgcgct cgtcacacag atgggatcaa 1440 
acatgaagag gtccatcttc gacgagcaga cgtccaaggc gctcaccaac tggcggaaca 1500 
cggccaagga gaagaagaaa gtccgagaca cggacatgct gatggctcag atgatcggcg 1560 
acgcaacacc gagccgaggc tcgtcgccga tgccgagccg gggctcatca cccgtgcacc 1620 
tgcttcacaa gggcatgggg cggtcggacg acccccagag cgcgcccacc tcgccaagga 1680 
cccagcagga ggctagggac atgtacccgg ttgtggtggc gcacccggtg cacagactaa 1740 
atcctaacga caggaggagg tccgcctcgt cgtcggccct cgaagccgac atccccagtg 1800 
cagatttttc cttcagccag ggatgagaca agtttctgta ttcatgttag tcccaatgta 1860 
tagccaacat aggatgtgat gattcgtaca ataagaaata caatttttta ctgagtc 1917 



<210> 8 
<211> 533 
<212> PRT 

<213> Hordeum vulgare 
<400> 8 

Met Ser Asp Lys Lys Gly Val Pro Ala Arg Glu Leu Pro Glu Thr Pro 
15 10 15 

Ser Trp Ala Val Ala Val Val Phe Ala Ala Met Val Leu Val Ser Val 

20 25 30 

Leu Met Glu His Gly Leu His Lys Leu Gly His Trp Phe Gin His Arg 
35 40 45 

His Lys Lys Ala Leu Trp Glu Ala Leu Glu Lys Met Lys Ala Glu Leu 
50 55 60 

Met Leu Val Gly Phe lie Ser Leu Leu Leu lie Val Thr Gin Asp Pro 
65 70 75 80 

lie He Ala Lys He Cys He Ser Glu Asp Ala Ala Asp Val Met Trp 

85 90 95 



Pro Cys Lys Arg Gly Thr Glu Gly Arg Lys Pro Ser Lys Tyr Val Asp 

100 105 110 



Tyr Cys Pro Glu 
115 

Gin Leu His Val 
130 

Ser Val lie Thr 
145 

Lys Trp Glu Thr 



Pro Ala Arg Phe 

180 

Leu Gly Leu Ser 
195 

Arg Gin Phe Phe 
210 

Ala Gly Phe lie 
225 

His Lys Tyr lie 



Gly lie Ser Leu 

260 

Asp lie Asn Gly 
275 

Val lie Leu Leu 
290 

Met Ala Leu Glu 
305 

Val Val Glu Pro 



Val Leu Phe Phe 

340 

Ala His Phe Val 
355 

His Thr Gin He 
370 

Leu Gin Phe Leu 
385 

Thr Gin Met Gly 



Gly Lys Val Ala 

120 

Phe He Phe Val 
135 

He Ala Leu Ser 
150 

Glu Thr Thr Ser 

165 

Arg Phe Thr His 



Ser Thr Pro Gly 

200 

Arg Ser Val Thr 
215 

Asn Ala His Leu 
230 

Lys Arg Ser Met 
245 

Pro Leu Trp Gly 



Val Gly Thr Leu 

280 

Cys Val Gly Thr 
295 

He Gin Asp Arg 
310 

Ser Asn Lys Phe 
325 

lie His Leu Thr 



Trp Thr Val Ala 

360 

Gly Leu Ser He 
375 

Cys Ser Tyr Met 
390 

Ser Asn Met Lys 
405 



Leu Met Ser Thr 



Leu Ala Val Phe 

140 

Arg Leu Lys Met 
155 

Leu Glu Tyr Gin 
170 

Gin Thr Ser Phe 
185 

He Arg Trp Val 



Lys Val Asp Tyr 

220 

Ser Gin Asn Ser 
235 

Glu Asp Asp Phe 
250 

Val Ala He Leu 
265 

He Trp He Ser 



Lys Leu Glu Met 

300 

Ala Ser Val He 
315 

Phe Trp Phe His 
330 

Leu Phe Gin Asn 
345 

Thr Pro Gly Leu 



Met Lys Val Val 

380 

Thr Phe Pro Leu 
395 

Arg Ser He Phe 
410 



Gly Ser Leu His 
125 

His Val Thr Tyr 



Arg Thr Trp Lys 

160 

Phe Ala Asn Asp 
175 

Val Lys Arg His 
190 

Val Ala Phe Phe 
205 

Leu Thr Leu Arg 



Lys Phe Asp Phe 

240 

Lys Val Val Val 
255 

Thr Leu Phe Leu 
270 

Phe He Pro Leu 
285 

He He Met Glu 



Lys Gly Ala Pro 

320 

Arg Pro Asp Trp 
335 

Ala Phe Gin Met 
350 

Lys Lys Cys Tyr 
365 

Val Gly Leu Ala 



Tyr Ala Leu Val 

400 

Asp Glu Gin Thr 
415 




Ser Lys Ala Leu Thr Asn Trp Arg Asn Thr Ala Lys Glu Lys Lys Lys 

420 425 430 

Val Arg Asp Thr Asp Met Leu Met Ala Gin Met lie Gly Asp Ala Thr 
435 440 445 

Pro Ser Arg Gly Ser Ser Pro Met Pro Ser Arg Gly Ser Ser Pro Val 
450 455 460 

His Leu Leu His Lys Gly Met Gly Arg Ser Asp Asp Pro Gin Ser Ala 
465 470 475 480 

Pro Thr Ser Pro Arg Thr Gin Gin Glu Ala Arg Asp Met Tyr Pro Val 

485 490 495 

Val Val Ala His Pro Val His Arg Leu Asn Pro Asn Asp Arg Arg Arg 

500 505 510 

Ser Ala Ser Ser Ser Ala Leu Glu Ala Asp lie Pro Ser Ala Asp Phe 
515 520 525 



Ser Phe Ser Gin Gly 
530 



<210> 9 

<211> 7175 

<212> DNA 

<213> Oryza sativa 

<400> 9 

gaattcaatt aaggacaaca acggatgata ggcttaagct agagaggatt catatggatt 60 
aattaactgt acttaagttg aggtaaaact ctatcgattg ctttggacac cggctctccc 120 
atgatctgcc aagttgagcc ggcctaccta attttcttcg aaagcacaca acaaacgaag 180 
gtaaccacta atctagacac cacgcctaag ttatcaatta ctactctagt ctcgcgtaga 240 
aacttcattc tttatggaga gtgctagtac tagagtactt aatataatag taagcgacaa 300 
acccacgacg atgagaatgt acctcactta cgtaagtcaa taagtcgaaa aggaaatctt 360 
gaacacttac tttattaaag aagtattccc cgaggtacag gagaggagag cacgccaata 420 
actccagcac tcctccgaaa cctttctcac tctctaccct ttttctccac acaactaaaa 480 
tgatgtctaa tgtatgaaag tgagttgtac tctattttgt tgtgtgtttg gaagtgaaat 540 
tagctcatcc ttttatagca acttaatggt cggttgtagg ttggtagtta agtcggtaaa 600 
cactcacaac caccatcgtc aaccaatagg agatcgccac atgatcgaaa gctgacagtt 660 
aggggtgcca accctgtttt gtccgaacca agcaaacaac ctctatctag gacctctctt 720 
ctatgtctga caagtcggcc catatggcgg tgcactatgg attaggtcaa tttcagtcgt 780 
tttggactgt catgtgggcc cttccaatcc ttgtgctccc atatgattgg tcgaaggtac 840 
atttaattcc tgggtgagtg ctagaactaa tatgatagat gtgctccggc tcctgggaaa 900 
gaggccactt gacatacttg gggtagtgcc ccaagggtat tccctatcgc tttttcataa 960 
ttttctctct ccaaaatcgg acggaaacaa taaaaaagag aggcgatgtt catcggcaaa 1020 
tatctatttt tttgatagtg tcttccctta aaacttgatt tttgcgaaga cttccggcta 1080 
aaaccatgaa atcagagttc cttgtaacaa atttaatttg cctaaataca aaaaagatcg 1140 
aatggagata gcattaaact tgctccatac gaatcatatt agttggaccg taactcatag 1200 
aaaaagttgc aagttggttg acctatcaac cctcttatgt tgacccgtaa cctgttatgc 1260 
attaaggatt aagtaccggc agatcgtcac tactcacgaa tgcacaaatt tccggtaacg 1320 
taggatggga tgagttggtc agaaacgggt caccacgtcg cccaacctgc cgcgatcgag 1380 
ccattggccg gcgatgcacg cgctttgaca cagccgcccg ccgccccccg gcccgccccc 1440 
gtttttaata aaaaccggcc gccccctgtc aaaggtgtca aagtgtcaag tgcatcagag 1500 



ctaagctagc ggtcacccag tcagctcacc ccgagacgca ccaggggatc tatcggatca 1560 
tggcaggtgg gagatcggga tcgcgggagt tgccggagac gccgacgtgg gcggtggccg 1620 
tcgtctgcgc cgtcctcgtg ctcgtctccg ccgccatgga gcacggcctc cacaacctca 1680 
gccatgtacg cgcgcgcgca cgcggtgtgc tcatctctcg agttaatttg gttgttgttg 1740 
ttgttgtgtt cttgtgacat ctcaattaac atccgatcgt ggtcgatcga tcgccctgtg 1800 
gtggcgatac tgcttgcatt gcagtggttc cgtaggcggc agaagaaggc catgggcgac 1860 
gccctcgaca agatcaaagc aggtcaccct cagcctcagc tcaccctcag cctccatctc 1920 
taaatatttg acgccgttga cttttttaaa tatgtttgac cattcgtctt atttaaaaaa 1980 
tttaagtaat tattaattct ttttctacca tttgattcat tgctaaatat actattatgt 2040 
atacatatag ttttacatat ttcactaaag tttttaaata agacgaatgg tcaaacatgt 2100 
ttaaaaaagt caacggcgtc aaacatttag gaagaagaga atattatatt gctgctcccc 2160 
tctagccact ttgctgcctc cctcgtcatt ttttcaagta ttttacgcaa gactggtcct 2220 
ccaaatcaaa cgtcacaaat aagccattta tagtttcctt tcgcttttta agggggacta 2280 
cttgtattta atcatggagg aaactaccag tcggatgtcc gattacttaa aaaaaaattc 2340 
gggggactaa tttttttggc tgatcatcgg tgaaatatta ggttatatat gttgaaaaaa 2400 
aatcagccac aaacaatgaa atattttgtg aaacacatat tagacacgtt gaaacgtatc 2460 
attgttacgt ataaaacatc gaatgttaac agattaaaac atatgttttt ttttaatcag 2520 
aatataatca tgcgatatat tattgtaaag atataattac aacgaataca acagtgcgat 2580 
cggattatat atatattagt agtttaagag aaaaatcatt ttgaagatta ctagatacat 2640 
acacgtatag atggatgaag tggagagaga ttagagataa gtagttatat gaattttgtg 2700 
aaacacactt aagacatatg ttcaaacata ctgctattat gtatgaaata ttgagtttta 2760 
acggtttaaa acacatattc ttttaattag aatgtaataa tgtgatatct tgttgtaaaa 2820 
tttaattaca tctaatataa cggtgtgatt agattgtatg ttggataaca tgcccatcgg 2880 
ttggcttatt tagggaataa gccaaatggt atatttgcaa acgaaaaata atttgtaaat 2940 
aaaactttta tgtatgtatt cttaacgatc tagcagcaaa ggctgaaaaa taaacttcga 3000 
tgaaaaatct caaaatcaac tcttaaaatt taaattttgg cttataagta tagttcctaa 3060 
ctagtttaga agaaaaaata tttaaagcgg ggaagaggaa aaggaataaa ctaatagcta 3120 
aattattgca tgcatgtagc gatttgagga cgaccgagtt gttttgtctg gatcagccga 3180 
ccgagacaga gcaatcttct ttaatcataa ataaccagaa aaaccatacc agttcatcac 3240 
aatggaccga gtcagagtca ttacatattt ttcattgttg cgcacaggat tcaccatgtt 3300 
cttatgggaa atatttttaa ctctcaaatg gttatgattt tgaactctca tttttgagag 3360 
agaattaaca agcgagcgag caatcaggcc aaaaagggag aaagaaaatt atttttgtta 3420 
attttttttt aaggtagggt ggaggagtca ttacatgatt tttttttata ttccctcgtt 3480 
gattatatgc tgttcaaatg gttatgattt ttttaaaaga taacaacaat acaaattagt 3540 
atgtgataga tcatttcacg agcatatagg attaaattta acttctgtaa attacaaaac 3600 
aaacaagttt aactgttaat atacattaaa tttgtttttt tcaacttagg aattgaattt 3660 
tatgtatata tttgtaaaat gatatattaa tttatttttt taaaaaaata attatttaga 3720 
taacacgcaa actagaaaac caccgcagaa gttctcatat ttcttgtcct atctgcactt 3780 
gcagagctga tgctgctggg cttcatatcc ctgcttctca ccgtggcaca ggcgcccatc 3840 
tccaagatct gcatccccaa gtcggctgcc aacatcttgt tgccgtgcaa ggcaggccaa 3900 
gatgccatcg aagaaagaag cagcaagtgg tcgccggtcc ttggccggcg ccggcggcgg 3960 
ggactactgc tcgaaattcg atgtgagaat aacaccagct gccggcaagc acaacctcga 4020 
tgcaataact aatttaacta taattgattt ttcttgggtt ttctgcaggg caaggtggcg 4080 
ctgatgtcgg caaagagcat gcaccagctg cacattttca tcttcgtgct cgccgtgttc 4140 
catgttacct actgcatcat caccatgggt ttagggcgcc tcaaagtgag tttgtcgttc 4200 
tgtccctcat gcacatgttt tctctagttc tagcaagatt gtcagtcctt caaatggatt 4260 
gtttcgacaa gaaacccaat ttattaattt gccagtaaat atataataat tgatctttct 4320 
tggttttaga tgaagaaatg gaagaagtgg gagtcacaga ccaactcatt ggagtatcag 4380 
ttcgcaatcg gtagtgaatt aagaatctcc ctaactattt catttcagaa cctttatgat 4440 
aatgtcttga aagaggagga gcaaatcagc tgaaaaatat gatcgatcca tgcagatcct 4500 
tcacgattca ggttcacgca tcagacgtcg ttcgtgaagc ggcatctggg atcattctca 4560 
agcacccctg ggctcagatg gatcgtgagt tatcaatctc cgaatacatg cttgtttttt 4620 
attcttgcaa ctggcctagc tgttccaatt caatccatat tttttgaaaa aaaaaatatt 4680 
catgccgtgt ttgttgttag gtagcattct tcaggcagtt ctttgggtcc gtcaccaagg 4740 
tggactacct gaccatgcgg caaggcttca tcaatgtata tactaatcaa acctgaccaa 4800 
ttcaacattg atgatgcaaa cagagaccag gttttttttt tcgagtgtgc attgagtaat 4860 
ggttttagct tcttctcttt tgcaggcgca tttgtcgcag aatagcaagt tcgacttcca 4920 



I 



caaatacatc aagaggtctt tggaggacga cttcaaagtt gtcgttggca tcaggtccgt 4980 

cctcgcttta ttaattatag gactcttata ttcaacattt tttttataaa gaaacatatt 5040 

tagtctccag ttgtgtatgt gtatgtggat cttgacacat ttggctggtt ttgcagcctc 5100 

cctctgtggt tcgtcggaat ccttgtactc ttcctcgata tccacggtaa tccttgtcct 5160 

atttcattct tttttttact ctcaaaacct tgttctgaat tggtcttata atcaccatcg 5220 

attttttttc aactttttcc ccgcgtgtag gtcttggcac acttatttgg atctcttttg 5280 

ttcctctcat cgtaagagcg aaatttccct gtccaaagaa acagttaaca taattaatta 5340 

tgctttaatt tatcatgaaa attaatatga tcatataact aatgaacaaa cattcatgtg 5400 

aatgccaccg ttgtctcaga tcgtcttgtt agttgggacc aagctagaga tggtgatcat 54 60 

ggagatggcc caagagatac aggacagggc cactgtgatc cagggagcac ctatggttga 5520 

accaagcaac aagtacttct ggttcaaccg ccctgactgg gtcttgttct tcatacacct 5580 

gacactcttc catgtacatg tttaaaacct aaaccttgct gctcaactac aaatagtact 5640 

ttatctttca caattaacac ctaattaact aacatagcat ccatccattt gtggctactg 5700 

atcgatggga cgacggatcg atcatcacca gaacgcattt cagatggcgc atttcgtatg 57 60 

gactatggtg tgtatgctac ttgcttagtt gttgccatta tcagttctta agcaaattaa 5820 

gtgtgatgca tgcactgact aatgagacaa aaaatgacac agcttgttca tcgatctggt 5880 

tgttttgtgt gtgacaggca acacctggtc tgaagaaatg cttccatgaa aatatttggc 5940 

tgagcatcgt ggaagtcatt gtggggatct ctcttcaggt gctatgcagc tacatcacct 6000 

tcccgctcta cgcgctcgtc acacaggtga acaagccatt cacaaattct attagccgtt 6060 

tcttaattga tgacactgtt aatttttaga cacacgtttt gaccatttgt cttattaaaa 6120 

atatttatgt aattatcatt tgagttgttt tatcactaaa agtacttttt aaataattta 6180 

tattttgcat ttgtacaatt cttttaataa gataatggtc aaacatgtgt ccaaaagtta 6240 

acagcatcat ctattaagaa aaggaggggt tttttttttt tggaattttg caaaatttgt 6300 

tcaaaatcag tccaaaacct tttttttttt cgaaatttca gtttcactac cagtccccat 6360 

aaaatgtctt ttctttattt ccacaagatt gaacccatga gatgcccttt gtgttggtat 6420 

gtgttttggc catcacttgc agatgggatc gaacatgaag aagacaattt tcgaggagca 6480 

aacgatgaag gcgctgatga actggaggaa gaaggcgatg gagaagaaga aggtccggga 6540 

cgccgacgcg ttcctggcgc agatgagcgt cgacttcgcg acgccggcgt cgagccggtc 6600 

cgcgtcgccg gtgcacctgc tgcaggtcac agggcgggtc ggacgcccgc cgagcccaat 6660 

cacggtggcc tcaccaccgg caccggaggg gacatgtacc cggtgccggc ggcggctgcg 6720 

tctcgccagc tgctagacga cccgccggac aggaggtgga tggcatcctc gtcggccgac 6780 

atcgccgatt ctgatttttc cttcagcgca caacggtgac gggggcgatc ggtttctgta 6840 

ttgatgctgt accaaacata ggagtttaat atatatataa ttgttacggt aaaatctaat 6900 

tattgtgcgc gcacttatat tagtcttata gcgcgactgg ttcgtgatta gacaaggtga 6960 

tgcatgctgt ttagttataa aggatatcag cgcagctaaa aaaacttact ccctacttaa 7020 

tagatgacct cgttgatttt taacattatt cgtcttattt aaaaaattta tgcaaatgtt 7080 

taaaacataa atcatgctta aagtactttt agtgataaaa caacttacaa caaaataaat 7140 

tatagttacc taattttttt taataaatcg aatgg 7175 



<210> 10 
<211> 4105 
<212> DNA 

<213> Hordeum vulgare 
<400> 10 

ttataccatg tgagaaaggc tggaagcata tgctcttagc agggacgcgt gcatgtttat 60 
ataggaggca taagccgaag agatatacat gaggagaggt ttaagatcag tctatcttat 120 
ttacagttta aacacaagga gatagaaaga gatcctaacc tacacatgtt atacaagtca 180 
cgtataatac aagagttatt tcgtctaaca ccctcccctc tgatatgata agtcgccggg 240 
agagagagag agtgtgtggc tgccctcgct gcactgcacg cacatgttta cttctccgac 300 
tgaaaccacg gtgaaaccgg cggcggtgtc gcactcccct gactttcctc gccggggtcc 360 
cgtccggaca attaaaccgt ctgtacctgc cgggcgtcga cccgatcgtg atgtggcgcc 420 
gctttgtctg cagcgagctg cgtggccgat ggcaacaaaa ctgcggtcac atacatgcat 480 
accccgcata ccccgacgct caccagtaag taggctgtgg tgcggcacca cgggctcgcc 540 
gccattcatg ccatgcatgg gccacccgcc ggcgaaaccg cggcgctgct gcctgccacc 600 
ccgccgccgt tgacgaagac ttcgcccggc catccataaa agcatgcatg gcttgctctc 660 



1 



1 



accggtccgg ccacacacac cacacttcac ttcgccattc gcaccaccga gagcgtagcg 720 
taacgtgtgt ttgaagtcct accattaatt ttgctggatc gatggctggg ccggcgggag 780 
gtcgggagct gtcggacacg ccgacgtggg cggtggcggt agtctgcgcc gtcatgatac 840 
tcgtctccgt cgccatggag cacgcgctcc acaagctcgg ccacgtacgt gctctcggtt 900 
cactagtgct taactgtttt tgatgttttc gggcgtgttt ggtagcctgc atggagagtg 960 
tatgagccca aaagttccct ccccgaccca cttttcgctg tttggtaggg tgtatgggct 1020 
gaggagagca tgcatcaact gatgcaaaaa gggcctcagc atagctgagc ccagcacccc 1080 
cgcagaggcg agctgaggcg agttatgctg agcccatgca ccctcgcccc gtcgccccgt 1140 
cgccccgtcg ctccccccct gcacctcttc ctcctccctc ttcctaccaa acacagtctc 1200 
atccaaacat gtaacaacac atgcatgacc accaaacaac tgaagatgaa tgtattcatc 1260 
atgtctatac ttaccatgca tcaacaggga acaactatgc tagggtgaga acagctgcca 1320 
aacacacccg tgcacctact catgctgtgc cggcgctggc gtacgtgtgc agtggttcca 1380 
caagtggcgc aagaaggccc tgggggaggc gctggagaag atgaaggcgg agctcatgct 1440 
ggtgggcttc atatccctgc tcctcatcgt cacgcaggat cccgtctcca ggatctgcat 1500 
ctccaaggag gccggcgaga agatgctccc gtgcaagcct tacgacggcg ccggcggtgg 1560 
caaaggcaag gacaatcacc ggaggcttct ctggctccaa ggcgagagcg agacccaccg 1620 
ccggttcctg gctgccccgg ccggagtgga cgtctgcgcc aaacaggtga gcacctagcg 1680 
tcgccacaaa ccacaaacta gctaatgagc atggacctga atttcttctc ttcttggctt 1740 
ggcttgacta aattggttgt gcagggcaag gtggcgctga tgtcagcggg aagcatgcac 1800 
caactgcaca tattcatctt cgtgctcgcc gtcttccacg tcttgtacag cgtcgtcacc 1860 
atgaccctaa gccgtctcaa agtgagcatc atactcgagc tgtttgtcaa taatccttgg 1920 
tttccaatcc aattccaaag ctggcactga tcctgctccg gcttcctgca gatgaagcaa 1980 
tggaagaagt gggagtcgga gaccgcctcg ctggagtatc agttcgcgaa tggtcagctt 2040 
caacttttct tactgaaacc ggatgcattt acaacaaacg cacgcacgat caatcatcac 2100 
agtgtgagcc gatacgttga accgattgaa tcctcgcaga tccatcgcgg tgccggttca 2160 
cgcaccagac gacgttggtg aggcggcacc tgggcctctc cagcaccccc ggcgtcagat 2220 
gggtggtggc cttcttcagg cagttcttca cgtcggtgac caaggtggac tacctgacct 2280 
tgcggcaggg cttcatcaac gcgcatctct cgcagggcaa caggttcgac ttccacaagt 2340 
acatcaagag gtcgttggag gacgacttca aagtcgtcgt ccgcatcagg tacgcgccat 2400 
tcctttctct gcacaaatta atacatccac caccacatag gtagatagat agatcgatag 2460 
atagattata caagtgccgg tacgtacgta cgtctcatat gatcttgaca catctgtcct 2520 
cttgccgcag tctcaagctc tggttcgtgg cggtcctcat cctcttcctt gatttcgacg 2580 
gtagccgcct tgtccatgcc ctgctcgccc tctcctccgc ttctctccat aatttgtgaa 2640 
cttgtcccgt atataaccac accaccgtcg tcttctcgca gggatcggca ctcttctctg 27 00 
gatgtccgtg gttcctctcg tggtaagtcc acaatttgaa tagacaacct gtccaattgt 2760 
gatgtacagt acctccaaac ttaattaaca tgtcatttgc tgatgtcttg cgtgtaacat 2820 
tagatcctct tgtgggttgg gaccaagctg gagatggtga tcatggagat ggcccaggag 2880 
atccatgacc gggagagcgt cgtcaagggt gctcccgccg tcgagcccag caacaagtac 2940 
ttctggttca accggcctga ctgggtcctc ttcctcatgc acctcacact cttccagaac 3000 
gcgtttcaga tggctcattt cgtgtggaca gtggtacgta caagtacttg tcacttcact 3060 
taggctaact ccaacaaacg accccaaatt aatggtccgt cgcgtctgtt tggggtatgt 3120 
ttggggtaaa cggacacaaa actcaatcca acgcgcggta gcaaacgaac gtttttccgt 3180 
acgttttcgt ccgctttcgc cccatcccag cccaaattcg ttgacgttgt tgcatcgcag 3240 
gccacgcccg gcttgaagaa atgctaccac gagaaaatgg caatgagcat cgccaaggtc 3300 
gtgctggggg tagccgccca gatcttgtgc agctacatca ccttcccgct ctacgcgctc 3360 
gtcacgcaga tgggctcaca catgaagaga agcatcttcg acgagcagac ggccaaggcg 3420 
ctgaccaact ggcgaaagat ggccaaggag aagaagaagg cccgagacgc ggccatgctg 3480 
atggcgcaga tgggcggcgg cgcgacgccg agcgtcggct cgtcgccggt gcacctgctc 354 0 
cacaaggccg gggcgcggtc cgacgacccc cagagcgtgc cggcgtcccc gagggccgag 3600 
aaggaaggcg gcggcgtgca gcatccggcg cgcaaggtac ctccttgtga cgggtggagg 3660 
tcggcctcgt cgccggcgct cgacgctcac atccccggtg cagattttgg cttcagcacg 3720 
caacgttgac cgatcagaca agttcctttt tttttcggtg aatagaagcg tatcatttca 3780 
ttgatagaca gtagaaatta caggaatggc tgtcctacta ctatgtacac aagggcacag 3840 
caaaggatca ttgatcttgt tacaagagca gtagaaaggg attgctctcc attgatcttg 3900 
ttaagttgta tgtcacaaat tgttgcagaa aaaagtgtat gtcatcccaa ccaagagctg 3960 
agtttgtgat gattcgtgca ataagaattg caagtttcac cgagtcaaaa atgaagcttc 4020 
taagtacgca ccaaccaacg gactctttca tctcaacaaa agaactgtaa atggcaataa 4080 



ttctgataac atcggaaggg agctc 



4105 



<210> 11 

<211> 1611 

<212> DNA 

<213> Oryza sativa 

<400> 11 

atggcaggtg ggagatcggg atcgcgggag ttgccggaga cgccgacgtg ggcggtggcc 60 
gtcgtctgcg ccgtcctcgt gctcgtctcc gccgccatgg agcacggcct ccacaacctc 120 
agccataaaa ccaccgcaga agttctcata tttcttgtcc tatctgcact tgcagagctg 180 
atgctgctgg gcttcatatc cctgcttctc accgtggcac aggcgcccat ctccaagatc 240 
tgcatcccca agtcggctgc caacatcttg ttgccgtgca aggcaggcca agatgccatc 300 
gaagaagaag cagcaagtgg tcgccggtcc ttggccggcg ccggcggcgg ggactactgc 360 
tcgaaattcg atggcaaggt ggcgctgatg tcggcaaaga gcatgcacca gctgcacatt 420 
ttcatcttcg tgctcgccgt gttccatgtt acctactgca tcatcaccat gggtttaggg 480 
cgcctcaaaa tgaagaaatg gaagaagtgg gagtcacaga ccaactcatt ggagtatcag 540 
ttcgcaatcg atccttcacg attcaggttc acgcatcaga cgtcgttcgt gaagcggcat 600 
ctgggatcat tctcaagcac ccctgggctc agatggatcg tagcattctt caggcagttc 660 
tttgggtccg tcaccaaggt ggactacctg accatgcggc aaggcttcat caatgcgcat 720 
ttgtcgcaga atagcaagtt cgacttccac aaatacatca agaggtcttt ggaggacgac 780 
ttcaaagttg tcgttggcat cagcctccct ctgtggttcg tcggaatcct tgtactcttc 840 
ctcgatatcc acggtcttgg cacacttatt tggatctctt ttgttcctct catcatcgtc 900 
ttgttagttg ggaccaagct agagatggtg atcatggaga tggcccaaga gatacaggac 960 
agggccactg tgatccaggg agcacctatg gttgaaccaa gcaacaagta cttctggttc 1020 
aaccgccctg actgggtctt gttcttcata cacctgacac tcttccataa cgcatttcag 1080 
atggcgcatt tcgtatggac tatggcaaca cctggtctga agaaatgctt ccatgaaaat 1140 
atttggctga gcatcgtgga agtcattgtg gggatctctc ttcaggtgct atgcagctac 1200 
atcaccttcc cgctctacgc gctcgtcaca cagatgggat cgaacatgaa gaagacaatt 1260 
ttcgaggagc aaacgatgaa ggcgctgatg aactggagga agaaggcgat ggagaagaag 1320 
aaggtccggg acgccgacgc gttcctggcg cagatgagcg tcgacttcgc gacgccggcg 1380 
tcgagccggt ccgcgtcgcc ggtgcacctg ctgcaggtca cagggcgggt cggacgcccg 1440 
ccgagcccaa tcacggtggc ctcaccaccg gcaccggagg aggacatgta cccggtgccg 1500 
gcggcggctg cgtctcgcca gctgctagac gacccgccgg acaggaggtg gatggcatcc 1560 
tcgtcggccg acatcgccga ttctgatttt tccttcagcg cacaacggtg a 1611 



<210> 12 
<211> 1635 
<212> DNA 

<213> Hordeum vulgare 



<400> 12 

atggctgggc cggcgggagg tcgggagctg tcggacacgc cgacgtgggc ggtggcggta 60 

gtctgcgccg tcatgatact cgtctccgtc gccatggagc acgcgctcca caagctcggc 120 

cactggttcc acaagtggcg caagaaggcc ctgggggagg cgctggagaa gatgaaggcg 180 

gagctcatgc tggtgggctt catatccctg ctcctcatcg tcacgcagga tcccgtctcc 240 

aggatctgca tctccaagga ggccggcgag aagatgctcc cgtgcaagcc ttacgacggc 300 

gccggcggtg gcaaaggcaa ggacaatcac cggaggcttc tctggctcca aggcgagagc 360 

gagacccacc gccggttcct ggctgccccg gccggagtgg acgtctgcgc caaacagggc 420 

aaggtggcgc tgatgtcagc gggaagcatg caccaactgc acatattcat cttcgtgctc 480 

gccgtcttcc acgtcttgta cagcgtcgtc accatgaccc taagccgtct caaaatgaag 540 

caatggaaga agtgggagtc ggagaccgcc tcgctggagt atcagttcgc gaatgatcca 600 

tcgcggtgcc ggttcacgca ccagacgacg ttggtgaggc ggcacctggg cctctccagc 660 

acccccggcg tcagatgggt ggtggccttc ttcaggcagt tcttcacgtc ggtgaccaag 720 

gtggactacc tgaccttgcg gcagggcttc atcaacgcgc atctctcgca gggcaacagg 780 



I 



ttcgacttcc acaagtacat caagaggtcg ttggaggacg acttcaaagt cgtcgtccgc 840 

atcagtctca agctctggtt cgtggcggtc ctcatcctct tccttgattt cgacgggatc 900 

ggcactcttc tctggatgtc cgtggttcct ctcgtgatcc tcttgtgggt tgggaccaag 960 

ctggagatgg tgatcatgga gatggcccag gagatccatg accgggagag cgtcgtcaag 1020 

ggtgctcccg ccgtcgagcc cagcaacaag tacttctggt tcaaccggcc tgactgggtc 1080 

ctcttcctca tgcacctcac actcttccag aacgcgtttc agatggctca tttcgtgtgg 1140 

acagtggcca cgcccggctt gaagaaatgc taccacgaga aaatggcaat gagcatcgcc 1200 

aaggtcgtgc tgggggtagc cgcccagatc ttgtgcagct acatcacctt cccgctctac 1260 

gcgctcgtca cgcagatggg ctcacacatg aagagaagca tcttcgacga gcagacggcc 1320 

aaggcgctga ccaactggcg aaagatggcc aaggagaaga agaaggcccg agacgcggcc 1380 

atgctgatgg cgcagatggg cggcggcgcg acgccgagcg tcggctcgtc gccggtgcac 1440 

ctgctccaca aggccggggc gcggtccgac gacccccaga gcgtgccggc gtccccgagg 1500 

gccgagaagg aaggcggcgg cgtgcagcat ccggcgcgca aggtacctcc ttgtgacggg 1560 

tggaggtcgg cctcgtcgcc ggcgctcgac gctcacatcc ccggtgcaga ttttggcttc 1620 
agcacgcaac gttga 1635 



<210> 13 
<211> 1880 
<212> DNA 

<213> Arabidopsis thaliana 
<400> 13 

gttggtacat aaaagactct tcctttgtct gttttttgtt cccagattca tctttactta 60 

ttgactaaat tctctctggt gtgagaagta aaatgggtca cggaggagaa gggatgtcgc 120 

ttgaattcac tccgacgtgg gtcgtcgccg gagtttgtac ggtcatcgtc gcgatttcac 180 

tggcggtgga gcgtttgctt cactatttcg gtactgttct taagaagaag aagcaaaaac 240 

ccctttacga agcccttcaa aaggttaaag aagagctgat gttgttaggg tttatatcgc 300 

tgttactgac ggtattccaa gggctcattt ccaaattctg tgtgaaagaa aatgtgctta 360 

tgcatatgct tccatgttct ctcgattcaa gacgagaagc tggggcaagt gaacataaaa 420 

acgttacagc aaaagaacat tttcagactt ttttacctat tgttggaacc actaggcgtc 480 

tacttgctga acatgctgct gtgcaagttg gttactgtag cgaaaagggt aaagtaccat 540 

tgctttcgct tgaggcattg caccatctac atattttcat cttcgtcctc gccatatccc 600 

atgtgacatt ctgtgtcctt accgtgattt ttggaagcac aaggattcac caatggaaga 660 

aatgggagga ttcgatcgca gatgagaagt ttgaccccga aacagctctc aggaaaagaa 720 

gggtcactca tgtacacaac catgctttta ttaaagagca ttttcttggt attggcaaag 780 

attcagtcat cctcggatgg acgcaatcct ttctcaagca attctatgat tctgtgacga 840 

aatcagatta cgtgacttta cgtcttggtt tcattatgac acattgtaag ggaaacccca 900 

agcttaattt ccacaagtat atgatgcgcg ctctagagga tgatttcaaa caagttgttg 960 

gtattagttg gtatctttgg atctttgtcg tcatcttttt gctgctaaat gttaacggat 1020 

ggcacacata tttctggata gcatttattc cctttgcttt gcttcttgct gtgggaacaa 1080 

agttggagca tgtgattgca cagttagctc atgaagttgc agagaaacat gtagccattg 1140 

aaggagactt agtggtgaaa ccctcagatg agcatttctg gttcagcaaa cctcaaattg 1200 

ttctctactt gatccatttt atcctcttcc agaatgcttt tgagattgcg tttttctttt 1260 

* ggatttgggt tacatacggc ttcgactcgt gcattatggg acaggtgaga tacattgttc 1320 

caagattggt tatcggggtc ttcattcaag tgctttgcag ttacagtaca ctgcctcttt 1380 

acgccatcgt ctcacagatg ggaagtagct tcaagaaagc tatattcgag gagaatgtgc 1440 

aggttggtct tgttggttgg gcacagaaag tgaaacaaaa gagagaccta aaagctgcag 1500 

ctagtaatgg agacgaagga agctctcagg ctggtcctgg tcctgattct ggttctggtt 1560 

ctgctcctgc tgctggtcct ggtgcaggtt ttgcaggaat tcagctcagc agagtaacaa 1620 

gaaacaacgc aggggacaca aacaatgaga ttacacctga tcataacaac tgagcagaga 1680 

tattatcttt tccatttaga ggatcatcat cagattttag cttcaaggtc cggttttgtg 1740 

gtttatacat aagttatagt gacttgattt ttttgttttg ttacaaagtt accatctttg 1800 

gattagaatt gggaaattga atctgtttgt atattgtatt atttggaaca ttgtggatgc 1860 

ccatggatat gtttctgttc 1880 



<210> 14 
<211> 536 
<212> PRT 

<213> Oryza sativa 
<400> 14 

Met Ala Gly Gly Arg Ser Gly Ser Arg Glu Leu Pro Glu Thr Pro Thr 
15 10 15 

Trp Ala Val Ala Val Val Cys Ala Val Leu Val Leu Val Ser Ala Ala 

20 25 30 

Met Glu His Gly Leu His Asn Leu Ser His Lys Thr Thr Ala Glu Val 
35 40 45 

Leu lie Phe Leu Val Leu Ser Ala Leu Ala Glu Leu Met Leu Leu Gly 
50 55 60 

Phe He Ser Leu Leu Leu Thr Val Ala Gin Ala Pro He Ser Lys He 
65 70 75 80 

Cys He Pro Lys Ser Ala Ala Asn He Leu Leu Pro Cys Lys Ala Gly 

85 90 95 

Gin Asp Ala He Glu Glu Glu Ala Ala Ser Gly Arg Arg Ser Leu Ala 

100 105 HO 

Gly Ala Gly Gly Gly Asp Tyr Cys Ser Lys Phe Asp Gly Lys Val Ala 
115 120 125 

Leu Met Ser Ala Lys Ser Met His Gin Leu His He Phe He Phe Val 
130 135 140 

Leu Ala Val Phe His Val Thr Tyr Cys He He Thr Met Gly Leu Gly 
145 150 155 160 

Arg Leu Lys Met Lys Lys Trp Lys Lys Trp Glu Ser Gin Thr Asn Ser 

165 170 175 

Leu Glu Tyr Gin Phe Ala He Asp Pro Ser Arg Phe Arg Phe Thr His 

180 185 190 

Gin Thr Ser Phe Val Lys Arg His Leu Gly Ser Phe Ser Ser Thr Pro 
195 200 205 

Gly Leu Arg Trp He Val Ala Phe Phe Arg Gin Phe Phe Gly Ser Val 
210 215 220 

Thr Lys Val Asp Tyr Leu Thr Met Arg Gin Gly Phe He Asn Ala His 
225 230 235 240 

Leu Ser Gin Asn Ser Lys Phe Asp Phe His Lys Tyr He Lys Arg Ser 

245 250 255 



Leu Glu Asp Asp Phe Lys Val Val Val Gly He Ser Leu Pro Leu Trp 

260 265 270 



- 1 I 



Phe Val Gly He Leu Val Leu Phe Leu Asp He His Gly Leu Gly Thr 
275 280 285 

Leu He Trp He Ser Phe Val Pro Leu He He Val Leu Leu Val Gly 
290 295 300 

Thr Lys Leu Glu Met Val He Met Glu Met Ala Gin Glu He Gin Asp 
305 310 315 320 

Arg Ala Thr Val He Gin Gly Ala Pro Met Val Glu Pro Ser Asn Lys 

325 330 335 

Tyr Phe Trp Phe Asn Arg Pro Asp Trp Val Leu Phe Phe He His Leu 

340 345 350 

Thr Leu Phe His Asn Ala Phe Gin Met Ala His Phe Val Trp Thr Met 
355 360 365 

Ala Thr Pro Gly Leu Lys Lys Cys Phe His Glu Asn He Trp Leu Ser 
370 375 380 

He Val Glu Val He Val Gly He Ser Leu Gin Val Leu Cys Ser Tyr 
385 390 395 400 

He Thr Phe Pro Leu Tyr Ala Leu Val Thr Gin Met Gly Ser Asn Met 

405 410 415 

Lys Lys Thr He Phe Glu Glu Gin Thr Met Lys Ala Leu Met Asn Trp 

420 425 430 

Arg Lys Lys Ala Met Glu Lys Lys Lys Val Arg Asp Ala Asp Ala Phe 
435 440 445- 

Leu Ala Gin Met Ser Val Asp Phe Ala Thr Pro Ala Ser Ser Arg Ser 
450 455 460 

Ala Ser Pro Val His Leu Leu Gin Val Thr Gly Arg Val Gly Arg Pro 
465 470 475 480 

Pro Ser Pro He Thr Val Ala Ser Pro Pro Ala Pro Glu Glu Asp Met 

485 490 495 

Tyr Pro Val Pro Ala Ala Ala Ala Ser Arg Gin Leu Leu Asp Asp Pro 

500 505 510 

Pro Asp Arg Arg Trp Met Ala Ser Ser Ser Ala Asp He Ala Asp Ser 
515 520 525 

Asp Phe Ser Phe Ser Ala Gin Arg 
530 535 



<210> 15 
<211> 544 
<212> PRT 

<213> Hordeum vulgare 



<400> 15 
Met Ala Gly Pro 
1 

Ala Val Ala Val 

20 

Glu His Ala Leu 
35 

Lys Ala Leu Gly 
50 

Val Gly Phe He 
65 

Arg He Cys He 



Pro Tyr Asp Gly 

100 

Leu Leu Trp Leu 
115 

Ala Pro Ala Gly 
130 

Met Ser Ala Gly 
145 

Ala Val Phe His 



Leu Lys Met Lys 

180 

Glu Tyr Gin Phe 
195 

Thr Thr Leu Val 
210 

Arg Trp Val Val 
225 

Val Asp Tyr Leu 



Gin Gly Asn Arg 

260 

Asp Asp Phe Lys 
275 

Ala Val Leu He 



Ala Gly Gly Arg 
5 

Val Cys Ala Val 



His Lys Leu Gly 

40 

Glu Ala Leu Glu 
55 

Ser Leu Leu Leu 
70 

Ser Lys Glu Ala 
85 

Ala Gly Gly Gly 



Gin Gly Glu Ser 

120 

Val Asp Val Cys 
135 

Ser Met His Gin 
150 

Val Leu Tyr Ser 
165 

Gin Trp Lys Lys 



Ala Asn Asp Pro 

200 

Arg Arg His Leu 
215 

Ala Phe Phe Arg 
230 

Thr Leu Arg Gin 
245 

Phe Asp Phe His 



Val Val Val Arg 

280 

Leu Phe Leu Asp 



Glu Leu Ser Asp 
10 

Met He Leu Val 
25 

His Trp Phe His 



Lys Met Lys Ala 

60 

He Val Thr Gin 
75 

Gly Glu Lys Met 
90 

Lys Gly Lys Asp 
105 

Glu Thr His Arg 



Ala Lys Gin Gly 

140 

Leu His He Phe 
155 

Val Val Thr Met 
170 

Trp Glu Ser Glu 
185 

Ser Arg Cys Arg 



Gly Leu Ser Ser 

220 

Gin Phe Phe Thr 
235 

Gly Phe He Asn 
250 

Lys Tyr He Lys 
265 

He Ser Leu Lys 



Phe Asp Gly He 



Thr Pro Thr Trp 
15 

Ser Val Ala Met 
30 

Lys Trp Arg Lys 
45 

Glu Leu Met Leu 



Asp Pro Val Ser 

80 

Leu Pro Cys Lys 
95 

Asn His Arg Arg 
110 

Arg Phe Leu Ala 
125 

Lys Val Ala Leu 



He Phe Val Leu 

160 

Thr Leu Ser Arg 
175 

Thr Ala Ser Leu 
190 

Phe Thr His Gin 
205 

Thr Pro Gly Val 



Ser Val Thr Lys 

240 

Ala His Leu Ser 
255 

Arg Ser Leu Glu 
270 

Leu Trp Phe Val 
285 

Gly Thr Leu Leu 



290 

Trp Met Ser Val 

305 

Leu Glu Met Val 



Ser Val Val Lys 

340 

Trp Phe Asn Arg 
355 

Phe Gin Asn Ala 
370 

Pro Gly Leu Lys 
385 

Lys Val Val Leu 



Phe Pro Leu Tyr 

420 

Ser lie Phe Asp 
435 

Met Ala Lys Glu 
450 

Gin Met Gly Gly 
465 

Leu Leu His Lys 



Ala Ser Pro Arg 

500 

Arg Lys Val Pro 
515 

Leu Asp Ala His 
530 



Val Pro Leu Val 
310 

He Met Glu Met 
325 

Gly Ala Pro Ala 



Pro Asp Trp Val 

360 

Phe Gin Met Ala 
375 

Lys Cys Tyr His 
390 

Gly Val Ala Ala 
405 

Ala Leu Val Thr 



Glu Gin Thr Ala 

440 

Lys Lys Lys Ala 
455 

Gly Ala Thr Pro 
470 

Ala Gly Ala Arg 
485 

Ala Glu Lys Glu 



Pro Cys Asp Gly 

520 

He Pro Gly Ala 
535 



300 

He Leu Leu Trp 
315 

Ala Gin Glu He 
330 

Val Glu Pro Ser 
345 

Leu Phe Leu Met 



His Phe Val Trp 

380 

Glu Lys Met Ala 
395 

Gin He Leu Cys 
410 

Gin Met Gly Ser 
425 

Lys Ala Leu Thr 



Arg Asp Ala Ala 

460 

Ser Val Gly Ser 
475 

Ser Asp Asp Pro 
490 

Gly Gly Gly Val 
505 

Trp Arg Ser Ala 



Asp Phe Gly Phe 

540 



Val Gly Thr Lys 

320 

His Asp Arg Glu 
335 

Asn Lys Tyr Phe 
350 

His Leu Thr Leu 
365 

Thr Val Ala Thr 



Met Ser He Ala 

400 

Ser Tyr He Thr 
415 

His Met Lys Arg 
430 

Asn Trp Arg Lys 
445 

Met Leu Met Ala 



Ser Pro Val His 

480 

Gin Ser Val Pro 
495 

Gin His Pro Ala 
510 

Ser Ser Pro Ala 
525 

Ser Thr Gin Arg 



<210> 16 
<211> 526 
<212> PRT 

<213> Arabidopsis thaliana 



r 



<400> 16 

Met Gly His Gly Gly Glu Gly Met Ser Leu Glu Phe Thr Pro Thr Trp 
1 5 10 15 

Val Val Ala Gly Val Cys Thr Val He Val Ala He Ser Leu Ala Val 

20 25 30 

Glu Arg Leu Leu His Tyr Phe Gly Thr Val Leu Lys Lys Lys Lys Gin 
35 40 45 

Lys Pro Leu Tyr Glu Ala Leu Gin Lys Val Lys Glu Glu Leu Met Leu 
50 55 60 

Leu Gly Phe He Ser Leu Leu Leu Thr Val Phe Gin Gly Leu He Ser 
65 70 75 80 

Lys Phe Cys Val Lys Glu Asn Val Leu Met His Met Leu Pro Cys Ser 

85 90 95 

Leu Asp Ser Arg Arg Glu Ala Gly Ala Ser Glu His Lys Asn Val Thr 

100 105 HO 

Ala Lys Glu His Phe Gin Thr Phe Leu Pro He Val Gly Thr Thr Arg 
115 120 125 

Arg Leu Leu Ala Glu His Ala Ala Val Gin Val Gly Tyr Cys Ser Glu 
130 135 140 

Lys Gly Lys Val Pro Leu Leu Ser Leu Glu Ala Leu His His Leu His 
145 150 155 160 

He Phe He Phe Val Leu Ala He Ser His Val Thr Phe Cys Val Leu 

165 170 175 

Thr Val He Phe Gly Ser Thr Arg He His Gin Trp Lys Lys Trp Glu 

180 185 190 

Asp Ser He Ala Asp Glu Lys Phe Asp Pro Glu Thr Ala Leu Arg Lys 
195 200 205 

Arg Arg Val Thr His Val His Asn His Ala Phe He Lys Glu His Phe 
210 215 220 

Leu Gly He Gly Lys Asp Ser Val He Leu Gly Trp Thr Gin Ser Phe 
225 230 235 240 

Leu Lys Gin Phe Tyr Asp Ser Val Thr Lys Ser Asp Tyr Val Thr Leu 

245 250 255 

Arg Leu Gly Phe He Met Thr His Cys Lys Gly Asn Pro Lys Leu Asn 

260 265 270 

Phe His Lys Tyr Met Met Arg Ala Leu Glu Asp Asp Phe Lys Gin Val 
275 280 285 

Val Gly He Ser Trp Tyr Leu Trp He Phe Val Val lie Phe Leu Leu 
290 295 300 



Leu Asn Val Asn Gly Trp His Thr Tyr Phe Trp lie Ala Phe lie Pro 
305 310 315 320 

Phe Ala Leu Leu Leu Ala Val Gly Thr Lys Leu Glu His Val lie Ala 

325 330 335 

Gin Leu Ala His Glu Val Ala Glu Lys His Val Ala lie Glu Gly Asp 

340 345 350 

Leu Val Val Lys Pro Ser Asp Glu His Phe Trp Phe Ser Lys Pro Gin 
355 360 365 

lie Val Leu Tyr Leu lie His Phe lie Leu Phe Gin Asn Ala Phe Glu 
370 375 380 

lie Ala Phe Phe Phe Trp lie Trp Val Thr Tyr Gly Phe Asp Ser Cys 
385 390 395 400 

He Met Gly Gin Val Arg Tyr He Val Pro Arg Leu Val He Gly Val 

405 410 415 

Phe He Gin Val Leu Cys Ser Tyr Ser Thr Leu Pro Leu Tyr Ala He 

420 425 430 

Val Ser Gin Met Gly Ser Ser Phe Lys Lys Ala He Phe Glu Glu Asn 
435 440 445 

Val Gin Val Gly Leu Val Gly Trp Ala Gin Lys Val Lys Gin Lys Arg 
450 455 460 

Asp Leu Lys Ala Ala Ala Ser Asn Gly Asp Glu Gly Ser Ser Gin Ala 
465 470 475 480 

Gly Pro Gly Pro Asp Ser Gly Ser Gly Ser Ala Pro Ala Ala Gly Pro 

485 490 495 

Gly Ala Gly Phe Ala Gly He Gin Leu Ser Arg Val Thr Arg Asn Asn 

500 505 510 

Ala Gly Asp Thr Asn Asn Glu He Thr Pro Asp His Asn Asn 
515 520 525 



<210> 17 
<211> 544 
<212> PRT 

<213> Hordeuiri vulgare 
<400> 17 

Met Ala Gly Pro Ala Gly Gly Arg Glu Leu Ser Asp Thr Pro Thr Trp 
15 10 15 

Ala Val Ala Val Val Cys Ala Val Met He Leu Val Ser Val Ala Met 

20 25 30 



Glu His Ala Leu 
35 

Lys Ala Leu Gly 
50 

Val Gly Phe He 
65 

Arg He Cys He 



Pro Tyr Asp Gly 

100 

Leu Leu Trp Leu 
115 

Ala Pro Ala Gly 
130 

Met Ser Ala Gly 
145 

Ala Val Phe His 



Leu Lys Met Lys 

180 

Glu Tyr Gin Phe 
195 

Thr Thr Leu Val 
210 

Arg Trp Val Val 
225 

Val Asp Tyr Leu 



Gin Gly Asn Arg 

260 

Asp Asp Phe Lys 
275 

Ala Val Leu He 
290 

Trp Met Ser Val 
305 

Leu Glu Met Val 



His Lys Leu Gly 

40 

Glu Ala Leu Glu 
55 

Ser Leu Leu Leu 
70 

Ser Lys Glu Ala 
85 

Ala Gly Gly Gly 



Gin Gly Glu Ser 

120 

Val Asp Val Cys 
135 

Ser Met His Gin 
150 

Val Leu Tyr Ser 
165 

Gin Trp Lys Lys 



Ala Asn Asp Pro 

200 

Arg Arg His Leu 
215 

Ala Phe Phe Arg 
230 

Thr Leu Arg Gin 
245 

Phe Asp Phe His 



Val Val Val Arg 

280 

Leu Phe Leu Asp 
295 

Val Pro Leu Val 
310 

He Met Glu Met 
325 



His Trp Phe His 



Lys Met Lys Ala 

60 

He Val Thr Gin 
75 

Gly Glu Lys Met 
90 

Lys Gly Lys Asp 
105 

Glu Thr His Arg 



Ala Lys Gin Gly 

140 

Leu His He Phe 
155 

Val Val Thr Met 
170 

Trp Glu Ser Glu 
185 

Ser Arg Cys Arg 



Gly Leu Ser Ser 

220 

Gin Phe Phe Thr 
235 

Gly Phe He Asn 
250 

Lys Tyr He Lys 
265 

He Ser Leu Lys 



Phe Asp Gly He 

300 

lie Leu Leu Trp 
315 

Ala Gin Glu He 
330 



Lys Trp Arg Lys 
45 

Glu Leu Met Leu 



Asp Pro Val Ser 

80 

Leu Pro Cys Lys 
95 

Asn His Arg Arg 
110 

Arg Phe Leu Ala 
125 

Lys Val Ala Leu 



He Phe Val Leu 

160 

Thr Leu Ser Arg 
175 

Thr Ala Ser Leu 
190 

Phe Thr His Gin 
205 

Thr Pro Gly Val 



Ser Val Thr Lys 

240 

Ala His Leu Ser 
255 

Arg Ser Leu Glu 
270 

Leu Trp Phe Val 
285 

Gly Thr Leu Leu 



Val Gly Thr Lys 

320 

His Asp Arg Glu 
335 



Ser Val Val Lys Gly Ala Pro Ala Val Glu Pro Ser Asn Lys Tyr Phe 

340 345 350 

Trp Phe Asn Arg Pro Asp Trp Val Leu Phe Leu Met His Leu Thr Leu 
355 360 365 

Phe Gin Asn Ala Phe Gin Met Ala His Phe Val Trp Thr Val Ala Thr 
370 375 380 

Pro Gly Leu Lys Lys Cys Tyr His Glu Lys Met Ala Met Ser lie Ala 
385 390 395 400 

Lys Val Val Leu Gly Val Ala Ala Gin He Leu Cys Ser Tyr He Thr 

405 410 415 

Phe Pro Leu Tyr Ala Leu Val Thr Gin Met Gly Ser His Met Lys Arg 

420 425 430 

Ser He Phe Asp Glu Gin Thr Ala Lys Ala Leu Thr Asn Trp Arg Lys 
435 440 445 

Met Ala Lys Glu Lys Lys Lys Ala Arg Asp Ala Ala Met Leu Met Ala 
450 455 460 

Gin Met Gly Gly Gly Ala Thr Pro Ser Val Gly Ser Ser Pro Val His 
465 470 475 480 

Leu Leu His Lys Ala Gly Ala Arg Ser Asp Asp Pro Gin Ser Val Pro 

485 490 495 

Ala Ser Pro Arg Ala Glu Lys Glu Gly Gly Gly Val Gin His Pro Ala 

500 505 510 

Arg Lys Val Pro Pro Cys Asp Gly Trp Arg Ser Ala Ser Ser Pro Ala 
515 520 525 

Leu Asp Ala His He Pro Gly Ala Asp Phe Gly Phe Ser Thr Gin Arg 
530 535 540 



<210> 18 
<211> 536 
<212> PRT 

<213> Oryza sativa 
<400> 18 

Met Ala Gly Gly Arg Ser Gly Ser Arg Glu Leu Pro Glu Thr Pro Thr 
15 10 15 

Trp Ala Val Ala Val Val Cys Ala Val Leu Val Leu Val Ser Ala Ala 

20 25 30 



Met Glu His Gly Leu His Asn Leu Ser His Lys Thr Thr Ala Glu Val 



35 



40 



45 



Leu lie Phe Leu Val Leu Ser Ala Leu Ala Glu Leu Met Leu Leu Gly 
50 55 60 

Phe lie Ser Leu Leu Leu Thr Val Ala Gin Ala Pro lie Ser Lys lie 
65 70 75 80 

Cys lie Pro Lys Ser Ala Ala Asn lie Leu Leu Pro Cys Lys Ala Gly 

85 90 95 

Gin Asp Ala lie Glu Glu Glu Ala Ala Ser Gly Arg Arg Ser Leu Ala 

100 105 110 

Gly Ala Gly Gly Gly Asp Tyr Cys Ser Lys Phe Asp Gly Lys Val Ala 
115 120 125 

Leu Met Ser Ala Lys Ser Met His Gin Leu His lie Phe lie Phe Val 
130 135 140 

Leu Ala Val Phe His Val Thr Tyr Cys lie lie Thr Met Gly Leu Gly 
145 150 155 160 

Arg Leu Lys Met Lys Lys Trp Lys Lys Trp Glu Ser Gin Thr Asn Ser 

165 170 175 

Leu Glu Tyr Gin Phe Ala lie Asp Pro Ser Arg Phe Arg Phe Thr His 

180 185 190 

Gin Thr Ser Phe Val Lys Arg His Leu Gly Ser Phe Ser Ser Thr Pro 
195 200 205 

Gly Leu Arg Trp lie Val Ala Phe Phe Arg Gin Phe Phe Gly Ser Val 
210 215 220 

Thr Lys Val Asp Tyr Leu Thr Met Arg Gin Gly Phe lie Asn Ala His 
225 230 235 240 

Leu Ser Gin Asn Ser Lys Phe Asp Phe His Lys Tyr lie Lys Arg Ser 

245 250 255 

Leu Glu Asp Asp Phe Lys Val Val Val Gly lie Ser Leu Pro Leu Trp 

260 265 270 

Phe Val Gly lie Leu Val Leu Phe Leu Asp lie His Gly Leu Gly Thr 
275 280 285 

Leu lie Trp lie Ser Phe Val Pro Leu lie lie Val Leu Leu Val Gly 
290 295 300 

Thr Lys Leu Glu Met Val He Met Glu Met Ala Gin Glu He Gin Asp 
305 310 315 320 



Arg Ala Thr Val He Gin Gly Ala Pro Met Val Glu Pro Ser Asn Lys 

325 330 335 



Tyr Phe Trp Phe Asn Arg Pro Asp Trp Val Leu Phe Phe He His Leu 



340 



345 



350 



Thr Leu Phe His 
355 

Ala Thr Pro Gly 
370 

He Val Glu Val 

385 

He Thr Phe Pro 



Lys Lys Thr He 

420 

Arg Lys Lys Ala 
435 

Leu Ala Gin Met 
450 

Ala Ser Pro Val 
465 

Pro Ser Pro He 



Tyr Pro Val Pro 

500 

Pro Asp Arg Arg 
515 

Asp Phe Ser Phe 
530 



Asn Ala Phe Gin 

360 

Leu Lys Lys Cys 
375 

He Val Gly He 
390 

Leu Tyr Ala Leu 
405 

Phe Glu Glu Gin 



Met Glu Lys Lys 

440 

Ser Val Asp Phe 
455 

His Leu Leu Gin 
470 

Thr Val Ala Ser 
485 

Ala Ala Ala Ala 



Trp Met Ala Ser 

520 

Ser Ala Gin Arg 
535 



Met Ala His Phe 



Phe His Glu Asn 

380 

Ser Leu Gin Val 
395 

Val Thr Gin Met 
410 

Thr Met Lys Ala 
425 

Lys Val Arg Asp 



Ala Thr Pro Ala 

460 

Val Thr Gly Arg 
475 

Pro Pro Ala Pro 
490 

Ser Arg Gin Leu 
505 

Ser Ser Ala Asp 



Val Trp Thr Met 
365 

He Trp Leu Ser 



Leu Cys Ser Tyr 

400 

Gly Ser Asn Met 
415 

Leu Met Asn Trp 

430 

Ala Asp Ala Phe 
445 

Ser Ser Arg Ser 



Val Gly Arg Pro 

480 

Glu Glu Asp Met 
495 

Leu Asp Asp Pro 
510 

He Ala Asp Ser 
525 



<210> 19 
<211> 526 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 19 

Met Gly His Gly Gly Glu Gly Met Ser Leu Glu Phe Thr Pro Thr Trp 
15 10 15 

Val Val Ala Gly Val Cys Thr Val He Val Ala He Ser Leu Ala Val 

20 25 30 

Glu Arg Leu Leu His Tyr Phe Gly Thr Val Leu Lys Lys Lys Lys Gin 
35 40 45 



Lys Pro Leu Tyr Glu Ala Leu Gin Lys Val Lys Glu Glu Leu Met Leu 
50 55 60 



Leu Gly Phe lie 
65 

Lys Phe Cys Val 



Leu Asp Ser Arg 

100 

Ala Lys Glu His 
115 

Arg Leu Leu Ala 
130 

Lys Gly Lys Val 
145 

He Phe He Phe 



Thr Val He Phe 

180 

Asp Ser He Ala 
195 

Arg Arg Val Thr 
210 

Leu Gly He Gly 
225 

Leu Lys Gin Phe 



Arg Leu Gly Phe 

260 

Phe His Lys Tyr 
275 

Val Gly He Ser 
290 

Leu Asn Val Asn 
305 

Phe Ala Leu Leu 



Gin Leu Ala His 

340 

Leu Val Val Lys 
355 



Ser Leu Leu Leu 
70 

Lys Glu Asn Val 
85 

Arg Glu Ala Gly 



Phe Gin Thr Phe 

120 

Glu His Ala Ala 
135 

Pro Leu Leu Ser 
150 

Val Leu Ala He 
165 

Gly Ser Thr Arg 



Asp Glu Lys Phe 

200 

His Val His Asn 
215 

Lys Asp Ser Val 
230 

Tyr Asp Ser Val 
245 

He Met Thr His 



Met Met Arg Ala 

280 

Trp Tyr Leu Trp 
295 

Gly Trp His Thr 
310 

Leu Ala Val Gly 
325 

Glu Val Ala Glu 



Pro Ser Asp Glu 

360 



Thr Val Phe Gin 
75 

Leu Met His Met 
90 

Ala Ser Glu His 
105 

Leu Pro He Val 



Val Gin Val Gly 

140 

Leu Glu Ala Leu 
155 

Ser His Val Thr 
170 

He His Gin Trp 
185 

Asp Pro Glu Thr 



His Ala Phe He 

220 

He Leu Gly Trp 
235 

Thr Lys Ser Asp 
250 

Cys Lys Gly Asn 
265 

Leu Glu Asp Asp 



He Phe Val Val 

300 

Tyr Phe Trp He 
315 

Thr Lys Leu Glu 
330 

Lys His Val Ala 
345 

His Phe Trp Phe 



Gly Leu He Ser 

80 

Leu Pro Cys Ser 
95 

Lys Asn Val Thr 
110 

Gly Thr Thr Arg 
125 

Tyr Cys Ser Glu 



His His Leu His 

160 

Phe Cys Val Leu 
175 

Lys Lys Trp Glu 
190 

Ala Leu Arg Lys 
205 

Lys Glu His Phe 



Thr Gin Ser Phe 

240 

Tyr Val Thr Leu 
255 

Pro Lys Leu Asn 
270 

Phe Lys Gin Val 
285 

He Phe Leu Leu 



Ala Phe He Pro 

320 

His Val He Ala 
335 

He Glu Gly Asp 
350 

Ser Lys Pro Gin 
365 



He Val Leu Tyr 
370 

He Ala Phe Phe 
385 

He Met Gly Gin 



Phe He Gin Val 

420 

Val Ser Gin Met 
435 

Val Gin Val Gly 
450 

Asp Leu Lys Ala 
465 

Gly Pro Gly Pro 



Gly Ala Gly Phe 

500 

Ala Gly Asp Thr 
515 



Leu He His Phe 
375 

Phe Trp He Trp 
390 

Val Arg Tyr He 
405 

Leu Cys Ser Tyr 



Gly Ser Ser Phe 

440 

Leu Val Gly Trp 
455 

Ala Ala Ser Asn 
470 

Asp Ser Gly Ser 
485 

Ala Gly He Gin 



Asn Asn Glu He 

520 



He Leu Phe Gin 

380 

Val Thr Tyr Gly 
395 

Val Pro Arg Leu 

410 

Ser Thr Leu Pro 
425 

Lys Lys Ala He 



Ala Gin Lys Val 

460 

Gly Asp Glu Gly 
475 

Gly Ser Ala Pro 
490 

Leu Ser Arg Val 
505 

Thr Pro Asp His 



Asn Ala Phe Glu 



Phe Asp Ser Cys 

400 

Val lie Gly Val 
415 

Leu Tyr Ala He 
430 

Phe Glu Glu Asn 
445 

Lys Gin Lys Arg 



Ser Ser Gin Ala 

480 

Ala Ala Gly Pro 
495 

Thr Arg Asn Asn 
510 

Asn Asn 
525 



<210> 20 
<211> 100 
<212> PRT 

<213> Hordeum vulgare 
<400> 20 

Lys Tyr He Lys Arg Ser Met Glu Asp Asp Phe Lys Val Val Val Gly 
15 10 15 

He Ser Leu Pro Leu Trp Gly Val Ala He Leu Thr Leu Phe Leu Asp 

20 25 30 

He Asn Gly Val Gly Thr Leu He Trp He Ser Phe He Pro Leu Val 
35 40 45 

He Leu Leu Cys Val Gly Thr Lys Leu Glu Met He He Met Glu Met 
50 55 60 

Ala Leu Glu He Gin Asp Arg Ala Ser Val He Lys Gly Ala Pro Val 
65 70 75 80 



Val Glu Pro Ser Asn Lys Phe Phe Trp Phe His Arg Pro Asp Trp Val 

85 90 95 



Leu Phe Phe lie 

100 



<210> 21 
<211> 100 
<212> PRT 

<213> Arabidopsis thaliana 
<220> 

<221> SITE 

<222> (23, 29, 48, 84, 85) 
<223> Xaa is any amino acid 

<400> 21 

Lys Tyr Met Met Arg Ala Leu Glu Asp Asp Phe Lys Gin Val Val Gly 
15 10 15 

lie Ser Trp Tyr Leu Trp Xaa Phe Val Val lie Phe Xaa Leu Leu Asn 

20 25 30 

Val Asn Gly Trp His Thr Tyr Phe Trp lie Ala Phe lie Pro Phe Xaa 
35 40 45 

Leu Leu Leu Ala Val Gly Thr Lys Leu Glu His Val lie Ala Gin Leu 
50 55 60 

Ala His Glu Val Ala Glu Lys His Val Ala lie Glu Gly Asp Leu Val 
65 70 75 80 

Val Lys Pro Xaa Xaa Glu His Phe Trp Phe Ser Lys Pro Gin lie Val 

85 90 95 

Leu Tyr Leu lie 

100 



<210> 22 
<211> 83 
<212> PRT 

<213> Hordeum vulgare 
<400> 22 

Lys Tyr lie Lys Arg Ser Met Glu Asp Asp Phe Lys Val Val Val Gly 
15 10 15 

lie Ser Leu Pro Leu Trp Gly Val Ala lie Leu Thr Leu Phe Leu Asp 

20 25 30 

lie Asn Gly Val Gly Thr Leu lie Trp lie Ser Phe lie Pro Leu Val 
35 40 45 



lie Leu Leu Cys Val Gly Thr Lys Leu Glu Met lie lie Met Glu Met 
50 55 60 



Ala Leu Glu lie Gin Asp Arg Ala Ser Val lie Lys Gly Ala Pro Val 
65 70 75 80 



Val Glu Pro 



<210> 23 
<211> 83 
<212> PRT 

<213> Arabidopsis thaliana 
<220> 

<221> SITE 
<222> (23) 

<223> Xaa is any amino acid 
<400> 23 

Lys Tyr Met Met Arg Ala Leu Glu Asp Asp Phe Lys Gin Val Val Gly 
15 10 15 

lie Ser Trp Tyr Leu Trp Xaa Phe Val Val lie Phe Leu Leu Leu Asn 

20 25 30 

Val Asn Gly Trp His Thr Tyr Phe Trp lie Ala Phe lie Pro Phe Ala 
35 40 45 

Leu Leu Leu Ala Val Gly Thr Lys Leu Glu His Val lie Ala Gin Leu 

50 55 60 

Ala His Glu Val Ala Glu Lys His Val Ala He Glu Gly Asp Leu Val 
65 70 75 80 

Val Lys Pro 



<210> 24 
<211> 32 
<212> PRT 

<213> Hordeum vulgare 
<400> 24 

Trp Ala Val Ala Val Val Phe Ala Ala Met Val Leu Val Ser Val Leu 
15 10 15 

Met Glu His Gly Leu His Lys Leu Gly His Trp Phe Gin His Arg His 

20 25 30 



<210> 25 



<211> 32 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 25 

Trp lie Ala Phe lie Pro Phe Ala Leu Leu Leu Ala Val Gly Thr Lys 
15 10 15 

Leu Glu His Val lie Ala Gin Leu Ala His Glu Val Ala Glu Lys His 

20 25 30 



<210> 26 
<211> 17 
<212> PRT 

<213> Hordeum vulgare 
<400> 26 

Glu Pro Ser Asn Lys Phe Phe Trp Phe His Arg Pro Asp Trp Val Leu 
15 10 15 

Phe 



<210> 27 
<211> 17 
<212> PRT 

<213> Arabidopsis thaliana 
<220> 

<221> SITE 
<222> (14) 

<223> Xaa is any amino acid 
<400> 27 

Glu Thr Ser Asp Glu His Phe Trp Phe Ser Lys Pro Gin Xaa Val Leu 
15 10 15 

Tyr 



<210> 28 
<211> 96 
<212> PRT 

<213> Hordeum vulgare 



<400> 28 

Ser Lys Phe Asp Phe His Lys Tyr lie Lys Arg Ser Met Glu Asp Asp 



t 



1 

Phe Lys Val Val 

20 

Leu Thr Leu Phe 
35 

Ser Phe lie Pro 
50 

Met lie lie Met 
65 

lie Lys Gly Ala 



5 

Val Gly He Ser 



Leu Asp He Asn 

40 

Leu Val He Leu 
55 

Glu Met Ala Leu 
70 

Pro Val Val Glu 
85 



10 

Leu Pro Leu Trp 
25 

Gly Val Gly Thr 



Leu Cys Val Gly 

60 

Glu He Gin Asp 
75 

Pro Ser Asn Lys 
90 



15 

Gly Val Ala He 
30 

Leu He Trp He 
45 

Thr Lys Leu Glu 



Arg Ala Ser Val 

80 

Phe Phe Trp Phe 
95 



<210> 29 
<211> 96 
<212> PRT 

<213> Arabidopsis thaliana 
<220> 

<221> SITE 
<222> (93) 

<223> Xaa is any amino acid 

Ser°Arg 9 phe Asp Phe Arg Lys Tyr lie Gin Arg Ser Leu Glu Lys Asp 
1 5 10 15 

Phe Lys Thr Val Val Glu He Ser Pro Val He Trp Phe Val Ala Val 

20 25 30 

Leu Phe Leu Leu Thr Asn Ser Tyr Gly Leu Arg Ser Tyr Leu Trp Leu 
35 40 45 

Pro Phe He Pro Leu Val Val He Leu He Val Gly Thr Lys Leu Glu 
50 55 60 

Val He He Thr Lys Leu Gly Leu Arg He Gin Glu Glu Gly Asp Val 
65 70 75 80 

Val Arq Gly Ala Pro Val Val Gin Pro Gly Asp Asp Xaa Phe Trp Phe 

85 90 95 



<210> 30 



<211> 45 
<212> PRT 

<213> Hordeum vulgare 
<400> 30 

Ser Ser Thr Pro Gly lie Arg Trp Val Val Ala Phe Phe Arg Gin Phe 
15 10 15 

Phe Arg Ser Val Thr Lys Val Asp Tyr Leu Thr Leu Arg Ala Gly Phe 

20 25 30 

lie Asn Ala His Leu Ser Gin Asn Ser Lys Phe Asp Phe 
35 40 45 



<210> 31 
<211> 45 
<212> PRT 

<213> Arabidopsis thaliana 
<220> 

<221> SITE 
<222> (29) 

<223> Xaa is any amino acid 
<400> 31 

Ser Lys Thr Arg Val Thr Leu Trp 
1 5 

Phe Gly Ser Val Thr Lys Val Asp 

20 

lie Met Ala His Phe Ala Pro Gly 
35 40 



lie Val Cys Phe Phe Arg Gin Phe 
10 15 

Tyr Leu Ala Leu Xaa His Gly Phe 
25 30 

Asn Glu Ser Arg Phe 

45 



<210> 32 
<211> 86 
<212> PRT 

<213> Hordeum vulgare 
<400> 32 

Ser Ser Thr Pro Gly lie Arg Trp Val Val Ala Phe Phe Arg Gin Phe 
15 10 15 

Phe Arg Ser Val Thr Lys Val Asp Tyr Leu Thr Leu Arg Ala Gly Phe 

20 25 30 

He Asn Ala His Leu Ser Gin Asn Ser Lys Phe Asp Phe His Lys Tyr 
35 40 45 



He Lys Arg Ser Met Glu Asp Asp Phe Lys Val Val Val Gly He Ser 
50 55 60 



* 



Leu Pro Leu Trp Gly Val Ala He Leu Thr Leu Phe Leu Asp He Asn 
65 70 75 80 

Gly Val Gly Thr Leu He 

85 



<210> 33 
<211> 85 
<212> PRT 

<213> Arabidopsis thaliana 
<220> 

<221> SITE 

<222> (6, 33, 51, 64, 79) 
<223> Xaa is any amino acid 

<400> 33 

Thr Thr Thr Pro Phe Xaa Phe Asn Val Gly Cys Phe Phe Arg Gin Phe 
15 10 15 

Phe Val Ser Val Glu Arg Thr Asp Tyr Leu Thr Leu Arg His Gly Phe 

20 25 30 

Xaa Ser Ala His Leu Ala Pro Gly Arg Lys Phe Asn Phe Gin Arg Tyr 
35 40 45 

He Lys Xaa Ser Leu Glu Asp Asp Phe Lys Leu Val Val Gly He Xaa 
50 55 60 

Pro Val Leu Trp Ala Ser Phe Val He Phe Leu Ala Val Gin Xaa Trp 
65 70 75 80 

Leu Gly Thr He Val 

85 



<210> 34 
<211> 57 
<212> PRT 

<213> Hordeum vulgare 
<400> 34 

Met Arg Thr Trp Lys Lys Trp Glu Thr Glu Thr Thr Ser Leu Glu Tyr 
15 10 15 

Gin Phe Ala Asn Asp Pro Ala Arg Phe Arg Phe Thr His Gin Thr Ser 

20 25 30 

Phe Val Lys Arg His Leu Gly Leu Ser Ser Thr Pro Gly He Arg Trp 
35 40 45 



Val Val Ala Phe Phe Arg Gin Phe Phe 
50 55 



<210> 35 
<211> 57 
<212> PRT 

<213> Arabidopsis thaliana 
<220> 

<221> SITE 

<222> (10, 17, 19, 47) 
<223> Xaa is any amino acid 

<400> 35 

lie Arg Gly Trp Lys Lys Trp Glu 
1 5 

Xaa Phe Xaa lie Asp His Ser Arg 

20 

Phe Val Arg Glu His Thr Ser Phe 
35 40 

Asn Val Gly Cys Phe Phe Arg Gin 
50 55 



Gin Xaa Thr Leu Ser Asn Asp Ty 
10 15 

Leu Arg Leu Thr His Glu Thr Se 
25 30 

Trp Thr Thr Thr Pro Phe Xaa Ph 

45 

Phe 



<210> 36 
<211> 19 
<212> PRT 

<213> Hordeum vulgare 
<400> 36 

Thr Leu Phe Leu Asp lie Asn Gly Val Gly Thr Leu lie Trp lie Se 
15 10 15 



Phe lie Pro 



<210> 37 
<211> 19 
<212> PRT 

<213> Arabidopsis thaliana 
<220> 

<221> SITE 
<222> (6) 

<223> Xaa is any amino acid 
<400> 37 

Ser Leu Leu Phe Asn Xaa Asn Gly Trp Gly Pro Leu Phe Trp Ala Se 
15 10 15 



Val Pro Pro 



« 



t 



<210> 38 
<211> 60 
<212> PRT 

<213> Hordeum vulgare 
<400> 38 

Val He Thr He Ala Leu Ser Arg Leu Lys Met Arg Thr Trp Lys Lys 
15 10 15 

Trp Glu Thr Glu Thr Thr Ser Leu Glu Tyr Gin Phe Ala Asn Asp Pro 

20 25 30 

Ala Arg Phe Arg Phe Thr His Gin Thr Ser Phe Val Lys Arg His Leu 
35 40 45 

Gly Leu Ser Ser Thr Pro Gly He Arg Trp Val Val 
50 55 60 



<210> 39 
<211> 60 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 39 

He Val Thr Tyr Ala Phe Gly Lys He Lys Met Arg Thr Trp Lys Ser 
1-5 10 15 

Trp Glu Glu Glu Thr Lys Thr He Glu Tyr Gin Tyr Ser Asn Asp Pro 

20 25 30 

Glu Arg Phe Arg Phe Ala Arg Asp Thr Ser Phe Gly Arg Arg His Leu 
35 40 45 

Asn Phe Trp Ser Lys Thr Arg Val Thr Leu Trp He 
50 55 60 



<210> 40 
<211> 45 
<212> PRT 

<213> Hordeum vulgare 
<400> 40 

Ser Ser Thr Pro Gly He Arg Trp Val Val Ala Phe Phe Arg Gin Phe 
15 10 15 

Phe Arg Ser Val Thr Lys Val Asp Tyr Leu Thr Leu Arg Ala Gly Phe 

20 25 30 



He Asn Ala His Leu Ser Gin Asn Ser Lys Phe Asp Phe 
35 40 45 



<210> 41 
<211> 45 
<212> PRT 

<213> Arabidopsis thaliana 
<220> 

<221> SITE 
<222> (29) 

<223> Xaa is any amino acid 
<400> 41 

Ser Lys Thr Arg Val Thr Leu Trp He Val Cys Phe Phe Arg Gin Phe 
15 10 15 

Phe Gly Ser Val Thr Lys Val Asp Tyr Leu Ala Leu Xaa His Gly Phe 

20 25 30 

He Met Ala His Phe Ala Pro Gly Asn Glu Ser Arg Phe 
35 40 45 



<210> 42 
<211> 21 
<212> PRT 

<213> Hordeum vulgare 
<400> 42 

Ser Lys Phe Asp Phe His Lys Tyr He Lys Arg Ser Met Glu Asp Asp 
15 10 15 

Phe Lys Val Val Val 

20 



<210> 43 
<211> 21 
<212> PRT 

<213> Arabidopsis thaliana 
<220> 

<221> SITE 

<222> (14, 15) 

<223> Xaa is any amino acid 

<400> 43 

Ser Arg Phe Asp Phe Arg Lys Tyr He Gin Arg Ser Leu Xaa Xaa Asp 
15 10 15 



Phe Lys Thr Val Val 

20 



t 



<210> 44 
<211> 53 
<212> PRT 

<213> Hordeum vulgare 



<400> 44 
Ser Lys Phe Asp 
1 

Phe Lys Val Val 

20 

Leu Thr Leu Phe 
35 



Phe His Lys Tyr 
5 

Val Gly lie Ser 

Leu Asp lie Asn 

40 



lie Lys Arg Ser 
10 

Leu Pro Leu Trp 
25 

Gly Val Gly Thr 



Met Glu Asp Asp 
15 

Gly Val Ala lie 
30 

Leu lie Trp lie 
45 



Ser Phe lie Pro Leu 
50 



<210> 45 
<211> 53 
<212> PRT 

<213> Oryza sativa 



<220> 

<221> SITE 

<222> (12, 27, 51) 

<223> Xaa is any amino acid 



<400> 45 
Th 



r Arg Phe Asn Phe Arg Lys Tyr lie Lys Arg Xaa Leu Glu Asp Asp 
15 10 15 

Phe Lys Thr Val Val Gly He Ser Ala Pro Xaa Trp Ala Ser Ala Leu 

20 25 30 

Ala He Met Leu Phe Asn Val His Gly Trp His Asn Leu Phe Trp Phe 
35 40 45 



Ser Thr Xaa Pro Leu 
50 



<210> 46 
<211> 15 
<212> PRT 

<213> Hordeum vulgare 



<400> 46 

Pro Leu Val He Leu Leu Cys Val Gly Thr Lys Leu Glu Met He 
15 10 l^ 



<210> 47 
<211> 15 
<212> PRT 

<213> Oryza sativa 
<220> 

<221> SITE 
<222> (3) 

<223> Xaa is any amino acid 
<400> 47 

Pro Leu Xaa Val Thr Leu Ala Val Gly Thr Lys Leu Gin Ala lie 
15 10 15 



<210> 48 
<211> 58 
<212> PRT 

<213> Hordeum vulgare 
<400> 48 

His Trp Phe Gin His Arg His Lys Lys Ala Leu Trp Glu Ala Leu Glu 
15 10 15 

Lys Met Lys Ala Glu Leu Met Leu Val Gly Phe lie Ser Leu Leu Leu 

20 25 30 

He Val Thr Gin Asp Pro He He Ala Lys He Cys He Ser Glu Asp 
35 40 45 

Ala Ala Asp Val Met Trp Pro Cys Lys Arg 
50 55 



<210> 49 
<211> 58 
<212> PRT 

<213> Oryza sativa 
<220> 

<221> SITE 
<222> (2) 

<223> Xaa is any amino acid 
<400> 49 

His Xaa Ser Glu Lys Thr His Arg Asn Pro Leu His Lys Ala Met Glu 
15 10 15 

Lys Met Lys Glu Glu Met Met Leu Leu Gly Phe He Ser Leu Leu Leu 

20 25 30 

Ala Ala Thr Ser Arg He He Ser Gly He Cys He Asp Ser Lys Tyr 
35 40 45 

Tyr Asn Ser Asn Phe Ser Pro Cys Thr Arg 



1 



50 55 



<210> 50 
<211> 382 
<212> DNA 

<213> Arabidopsis thaliana 
<220> 

<221> misc_f eature 

<222> (68, 88, 143, 181, 251, 254, 328, 333, 337, 341) 
<223> n is a or g or c or t 

<220> 

<221> misc_f eature 

<222> (348, 349, 356, 357, 368, 370, 372, 373, 381) 
<223> n is a or g or c or t 



<400> 50 

caagtatatg atgcgcgctc tagaggatga tttcaaacaa gttgttggta ttagttggta 60 
tctttggntc tttgtcgtca tctttttnct gctaaatgtt aacggatggc acacatattt 120 
ctggatagca tttattccct ttnctttgct tcttgctgtg ggaacaaagt tggagcatgt 180 
nattgcacag ttagctcatg aagttgcaga gaaacatgta gccattgaag gagacttagt 240 
ggtgaaaccc ncanatgagc atttctggtt cagcaaacct caaattgttc tctacttgat 300 
cccattttat cctctttccc agaatgcntt ttnagantgc nttttttnnt tttggnnttt 360 
ggggtaanan annggtttcg nc 382 



<210> 51 
<211> 390 
<212> DNA 

<213> Arabidopsis thaliana 
<220> 

<221> misc_f eature 

<222> (68, 181, 284, 296, 302, 331, 333, 339.. 341, 351, 357) 
<223> n is a or g or c or t 

<220> 

<221> misc_feature 

<222> (358, 366.. 369, 378, 380) 

<223> n is a or g or c or t 



<400> 51 

caagtatatg atgcgcgctc tagaggatga tttcaaacaa gttgttggta ttagttggta 60 

tctttggntc tttgtcgtca tctttttgct gctaaatgtt aacggatggc acacatattt 120 

ctggatagca tttattccct ttgctttgct tcttgctgtg ggaacaaagt tggagcatgt 180 

nattgcacag ttagctcatg aagttgcaga gaaacatgta gccattgaag gagacttagt 240 

ggtgaaacct cagatgagca tttctggttc agcaaacctc aaantgttct ctactngatc 300 

cnctttatcc cccttccaga atgccttttt nangattcnn ntttttcctt nttgganntt 360 

ttgggnnnnc aaacgggntt nggacctccg 390 



<210> 52 



<211> 585 
<212> DNA 

<213> Arabidopsis thaliana 
<220> 

<221> misc_f eature 

<222> (87, 404, 415, 417, 420, 425, 432, 439, 442) 
<223> n is a or g or c or t 

<220> 

<221> misc_feature 

<222> (449, 460, 480, 485, 493, 511, 515, 527, 530, 551) 
<223> n is a or g or c or t 

<220> 

<221> misc_feature 

<222> (558, 567, 571, 582) 

<223> n is a or g or c or t 



<400> 52 

agcaagacga gagtcacact atggattgtt tgttttttta gacagttctt tggatctgtc 60 
accaaagttg attacttagc actaagncat ggtttcatca tggcgcattt tgctcccggt 120 
aacgaatcaa gattcgattt ccgcaagtat attcagagat cattagagaa agacttcaaa 180 
accgttgttg aaatcagtcc ggttatctgg tttgtcgctg tgctattcct cttgaccaat 240 
tcatatggat tacgttctta cctctggtta ccattcattc cactagtcgt aattctaata 300 
gttggaacaa agcttgaagt cataataaca aaattgggtc taaggatcca agaggaaggt 360 
gatgtggtga gaggcgcccc agtggttcag cctggtgatg accncttctg gtttngnaan 420 
cacgnttcaa tnttttccnt antcacttng gcctttttan gggtgaattt caacttcatn 480 
ctttncctgg ggncggatga ttcaatccaa naatnttccc ctgaagnctn caagtttggg 540 
cataggcttt nggtgggntt ttcaganttt nagtttggct tnccc 585 



<210> 53 
<211> 460 
<212> DNA 

<213> Arabidopsis thaliana 
<220> 

<221> misc_feature 

<222> (117, 243, 323, 325, 388, 407, 409, 414, 417, 419) 
<223> n is a or g or c or t 

<220> 

<221> misc_feature 
<222> (435, 446, 458) 
<223> n is a or g or c or t 



<400> 53 

tgcattgtta cttatgcttt cggaaagatc 

gagacaaaga caatagagta tcagtattcc 

gacacatctt ttgggagaag acatctcaat 

attgtttgtt tttttagaca gttctttgga 

agncatggtt tcatcatggc gcattttgct 

aagtatattc agagatcatt agngnaagac 

tatctggttt gtcggctgtg ctattccnct 



aagatgagga cgtggaagtc gtgggaggaa 60 

aacgatcctg agaggttcag gtttgcnagg 120 

ttctggagca agacgagagt cacactatgg 180 

tctgtcacca aagttgatta cttagcacta 240 

cccggtaacg aatcaagatt cgatttccgc 300 

ttcaaaaccg ttgtttgaaa tcagtccggt 360 

tgaccaattc atatggntnc ggtnttncnc 420 



1 



tggtaccatt attcnctagc ggaatntaaa agttggcnga 



<210> 54 
<211> 476 
<212> DNA 

<213> Arabidopsis thaliana 
<22 0> 

<221> misc_f eature 

<222> (30, 49, 55, 102, 132, 140, 183, 221, 274, 315) 
<223> n is a or g or c or t 

<220> 

<221> misc__f eature 

<222> (360, 388, 401, 408, 411, 443, 469, 473, 474) 
<223> n is a or g or c or t 

<400> 54 

attcgtggat ggaaaaagtg ggagcaagan acattatcta atgactatna gtttnctatt 60 
gatcattcaa gacttaggct cactcatgag acttcttttg tnagagaaca tacaagtttc 120 
tggacaacaa cncctttctn ctttaacgtc ggatgcttct ttaggcagtt ctttgtatct 180 
gtngaaagaa ccgactactt gactctgcgc catggattca nctctgccca tttagctcca 240 
ggaagaaagt tcaacttcca gagatatatc aaangatctc tcgaggatga tttcaagttg 300 
gtagttggaa taagnccagt tctttgggca tcatttgtaa tcttccttgc tgttcaatgn 360 
taatggctgg ggaccattgt tttgggcntc ggtaccgcct ntactcanaa ncccaggctt 420 
ttggccaagg ttcaaggaat ttngggacaa tggggtagaa tcgtgggcnc atnngg 476 



<210> 55 

<211> 400 

<212> DNA 

<213> Oryza sativa 

<220> 

<221> misc_f eature 

<222> (3, 5, 9, 10, 17, 18, 20, 22, 32.-35, 37, 41) 
<223> rt is a or g or c or t 

<220> 

<221> mi sc__f eature 

<222> (43, 45, 47, 50.. 53, 62, 65, 68, 71, 73, 75, 80, 81) 
<223> n is a or g or c or t 

<220> 

<221> mis c_f eature 

<222> (89.. 91, 100, 107, 108, 113. .115, 134, 153, 167, 176) 
<223> n is a or g or c or t 

<220> 

<221> misc_f eature 

<222> (235, 280, 354, 362) 

<223> n is a or g or c or t 

<400> 55 

tcntntttnn ttttcgnntn cntccacccc tnnnntnctc nancncnttn nnnttatctc 60 
tnttnttntc ncntntcccn ncaccaccnn ncgacgggcn tggactnngc ccnnngttcg 120 



aggctgccca ctgncgtctg agacctacct tgncatttga cggcacngga cttcanttgc 180 

tgctcacttt atctctacgg gactaggttc aattttcgga aatacatcaa aaggncactg 240 

gaggacgatt ttaagacagt tgttggcatt agtgcacccn tatgggcttc tgcgttggcc 300 

attatgctct tcaatgttca tggatggcat aacttgttct ggttctctac aatncccctt 360 

gntagtaact ttagcagttg gaacaaagct gcaggctata 400 



<210> 56 

<211> 325 

<212> DNA 

<213> Oryza sativa 

<220> 

<221> misc_feature 
<222> (164) 

<223> n is a or g or c or t 
<400> 56 

cagactacct gactttgagg cacggattca ttgctgctca tttatctcta gggactaggt 60 
tcaattttcg gaaatacatc aaaaggtcac tggaggacga ttttaagaca gttgttggca 120 
ttagtgcacc cttatgggct tctgcgttgg ccattatgct cttnaatgtt catggatggc 180 
ataacttgtt ctggttctct acaatccccc ttgtagtaac tttagcagtt ggaacaaagc 240 
tgcaggctat aattgcaatg atggctgttg aaattaaaga gaggcataca gtaattcaag 300 
gaatgccggt ggtgaactca gtgat 325 



<210> 57 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 57 

gtgcatctgc gtgtgcgta 19 



<210> 58 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 58 

gtgtgcgtac ctggtagag 19 



<210> 59 
<211> 18 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Primer 



J 



<400> 59 

aacgacgtct ggtgcgtg 



18 



<210> 60 
<211> 24 
<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 60 

tgcagctata tgaccttccc cctc 24 



<210> 61 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 



<210> 62 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 62 

cagaacttgt ctcatccctg 20 

<210> 63 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 



<400> 61 

ggacatgctg atggctcaga 



20 



<400> 63 

ggctatacat tgggactaac a 



21 



<210> 64 
<211> 21 
<212> DNA 



<213> Artificial Sequence 



1 



<220> 

<223> Description of Artificial 
<400> 64 

cgaatcatca catcctatgt t 



<210> 65 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 65 

gcaagttcga cttccac 

<210> 66 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 66 

tcgacttcca caagtacatc a 

<210> 67 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 67 

agcgtacctg cgtacgtag 

<210> 68 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 68 

gttgccacac tttgccacg 



Sequence: Primer 



21 



Sequence: Primer 



17 



Sequence: Primer 



21 



Sequence: Primer 



19 



Sequence: Primer 



<210> 69 



<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 69 

aagccaagac gacaatcaga 

<210> 70 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 70 

grrgccacac tttgccacg 

<210> 71 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 71 

aagccaagac gacaatcaga 

<210> 72 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 72 

gtgcatctgc gtgtgcgta 

<210> 73 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 73 

cagaaacttg tctcatccct g 



• 



<210> 74 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 74 

agggtcagga tcgccac 



<210> 75 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 75 

ttgtggaggc cgtgttcc 



<210> 76 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 76 

tgcagctata tgaccttccc cctc 



<210> 77 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 77 

ggacatgctg atggctcaga 

<210> 78 
<211> 5 
<212> PRT 

<213> Hordeum vulgare 



<400> 78 

Lys Lys Lys Val Arg 



<210> 79 
<211> 4 
<212> PRT 

<213> Hordeum vulg 

<400> 79 
Ser lie Phe Asp 
1 



